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ctggtcaaaa 
gccacaacca 
tcatgagttg 
gacacatatt 
ttaccaatcc 
caagtctttt 
ttccaataga 
caagaggttc 
tatattactg 
agtggctcct 
cctcatgggt 
tgctccctgc 
ctacatttga 
acttgctgaa 
tcttggcata 
aaagtggctt 
ttattttgtt 
acttttaaaa 
tacctaatgc 
atggcacacg 
aagtaaaatt 



ggaaccaaga 
acagcaggac 
aattctccta 
agcttctagc 
tctctctgct 
cttccatccc 
tgctgcctat 
aaaatccaac 
attgcactga 
tgtggtacat 
ggaggggacc 
cttcagtgtc 
gaattccaat 
aattaagttt 
ctatatcaac 
ttattctctt 
ctctatagta 
taagtgattc 
atgtgggact 
tatacctgtg 
taaaaaaaag 



tacaaagaac 
ccaacgcatg 
ttatggatgc 
ctttgcttcc 
ctgttgcttt 
caccactaac 
gggctatatt 
tcattatctt 
acagcatggt 
gcatgcaaga 
actcctgggc 
ctctgcatct 
taggaactca 
tttcaaaatc 
tttgattctt 
tattattatt 
tcaatttatt 
ggggggtggg 
taaaacctag 
taacaaacct 
tga 



tctgagctgt 
tctgagatcc 
tagcttctgg 
acgactttta 
ggacttcccc 
ctgaatgcct 
gctttagatg 
ctctttcttt 
ccccaatgta 
ctgctgaagc 
cttcgtgatt 
cccctttcta 
catgttttat 
tgtccttgta 
tgttacaact 
attttctttt 
tgatttagtt 
agaacagggg 
atgatgggtt 
acacattctg 



catcgtcccc 
ttaaatcaag 
ccatctctgg 
tcttttctcc 
acaagaattt 
agacccttat 
aacattagat 
cacctccctg 
gccatgcaaa 
cagaaggatg 
gtcaggagca 
atgaagatcc 
ctgccctatc 
aattactttt 
tttcttactc 
actactatat 
tcaatttatt 
agggagagca 
gataggtgca 
cacatgtatc 



atctctgtga 
gaaaccagtg 
ctctcctctt 
aacacatcgc 
caacgactct 
ttttattaat 
atttaaagct 
ctcctctccc 
tgagaaaccc 
actgattacg 
agacctgaga 
atagaatttg 
aattttttaa 
tcttacagtg 
ttttatcacc 
tacgttgtta 
tttattgctg 
ttaggacaaa 
gcaaaccact 
ccagaacgta 



2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3923 



<210> 619 
<211> 3674 
<212> DNA 
<213> Homo sapien 

<400> 619 

agaaagtttc cttttttttt tttaatggtg aaaagatata cacatattta gaattagcca 60 

gctgggctca gtttagatta ttccaatttt gttggcaa'ca tccagagcat cgtaatcagg 120 

agccagtgaa acatattcct tcttctctcc atcaggccaa atcacggtgt tgaccttggc 180 

cacatcaatg tcttagaact tcttcacagc ctgtttgatc tggtgcttgt tggctttaac 240 

atccacaatg aacacaagtg tgttgttgtc ttctatcttc ttcgtggtga ctcagtggtc 300 

agcggaaact tgatgatagc gtagtggtca agcttgtatc tcctgggagc gctcttccaa 360 

agatatttgg gctgcctcgg gagttgcagc gtcttgggcc gccggaaggt gggtgacgta 420 

cggatcttct ttttttgtgt ggctgtggac acctttcaac actgtcttct tggcctttaa 480 

atccttcgct ttggtttcgg ctataggagg ggcaggagct tccttcttca ctttcggcgc 540 

catcttgtga aaagggaaag tttcctttct aataccattt tcacttctcc cgaattttgt 600 

ggatcgtttc ttggtatcta ccccagattt caggagtgtt ggctggatct tagggattgt 660 

gaagtcttca tttccctgtg gtgagatctg aggcatgatt ttaaacagtg tgagggaagg 720 

agatctccag gcactttaat agaatggaga agcaggatgg gatttgagag gaaatctgat 780 

tttgaaaaaa ggagaactag agttgagttc gtaattaact agcaccttaa aggtcattca 840 

gcatgcccat ctgcacagtg ggtgtaatca ccctacagaa caaaaacaaa aaggcaatgg 900 

agaggaagct gtaaagcact gtacatgttt aactcattgt tatgtaagct agccgaaggc 960 

ttcacagact tgaattcatc tcccaagttc tcttcctgta ctggaaactc tgccttaggt 1020 

tgcttaaaac ttgagaaaca gaatattgct tcccctgcct gccttcttga gtacacttgc 1080 

ctacacaaag atgcacatcc ttgtttgtgt gtgtgtgtcc atttgctgtg acattcttgt 1140 

gaaagtcaaa gtttcccagc tgttgacata cacaagtttg tttggtgcaa cctgtcagat 1200 

gcatccctta gacaggccct ttgatactct gggaaagaca ttggacttac agtcggaacg 1260 

aaaagaaaga aatgtgatat gtatagcgtg cagtgagttg gagttttacc tgtattgttt 1320 

taatttcaac aagcctgagg actagccaca aatgtaccca gtttacaaat gaggaaacag 1380 

gtgcaaaaag gttgttacct gtcaaaggtc gtatgtggca gagccaagat ttgagcccag 1440 

ttatgtctga tgaacttagc ctatgctctt taaacttctg aatgctgacc attgaggata 1500 

tctaaactta gatcaattgc attttccctc caagactatt tacttatcaa tacaataata 1560 

ccacctttac caatctattg ttttgatacg agactcaaat atgccagata tatgtaaaag 1620 

caacctacaa gctctctaat catgctcacc taaaagattc ccgggatcta ataggctcaa 1680 

agaaacttct tctagaaata taaaagagaa aattggatta tgcaaaaatt cattattaat 1740 
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ttttttcatc catcctttaa ttcagcaaac atttatctgt tgttgacttt atgcagtatg 
gccttttaag gattggggga caggtgaaga acggggtgcc agaatgcatc ctcctactaa 
tgaggtcagt acacatttgc attttaaaat gccctgtcca gctgggcatg gtggatcatg 
cctgtaatct caacattgga aggccaaggc aggaggattg cttcagccca ggagttcaag 
accagcctgg gcaacataga aagaccccat ctctcaatca atcaatcaat gccctgtctt 
tgaaaataaa actctttaag aaaggtttaa tgggcagggt gtggtagctc atgcctataa 
tacagcactt tgggaggctg aggcaggagg atcactttag cccagaagtt caagaccagc 
ctgggcaaca agtgacacct catctcaatt ttttaataaa atgaatacat acataaggaa 
agataaaaag aaaagtttaa tgaaagaata cagtataaaa caaatctctt ggacctaaaa 
gtatttttgt tcaagccaaa tattgtgaat cacctctctg tgttgaggat acagaatatc 
taagcccagg aaactgagca gaaagttcat gtactaacta atcaacccga ggcaaggcaa 
aaatgagact aactaatcaa tccgaggcaa ggggcaaatt agacggaacc tgactctggt 
ctattaagcg acaactttcc ctctgttgta tttttctttt attcaatgta aaaggataaa 
aactctctaa aactaaaaac aatgtttgtc aggagttaca aaccatgacc aactaattat 
ggggaatcat aaaatatgac tgtatgagat cttgatggtt tacaaagtgt acccactgtt 
aatcacttta aacattaatg aacttaaaaa tgaatttacg gagattggaa tgtttctttc 
ctgttgtatt agttggctca ggctgccata acaaaatacc acagactggg aggcttaagt 
aacagaaatt catttctcac agttctgggg gctggaagtc cacgatcaag gtgcaggaaa 
ggcaggcttc attctgaggc ccctctcttg gctcacatgt ggccaccctc ccactgcgtg 
ctcacatgac ctctttgtgc tcctggaaag agggtgtggg ggacagaggg aaagagaagg 
agagggaact ctctggtgtc tcgtctttca aggaccctaa cctgggccac tttggcccag 
gcactgtggg gtggggggtt gtggctgctc tgctctgagt ggccaagata aagcaacaga 
aaaatgtcca aagctgtgca gcaaagacaa gccaccgaac agggatctgc tcatcagtgt 
ggggacctcc aagtcggcca ccctggaggc aagcccccam agagcccatg caaggtggca 
gcagcagaag aagggaattg tccctgtcct tggcacattc ctcaccgacc tggtgatgct 
ggacactgcg atgaatggta atgtggatga gaatatgatg gactcccaga aaaggagacc 
cagctgctca ggtggctgca aatcattaca gccttcatcc tggggaggaa ctgggggcct 
ggttctgggt cagagagcag cccagtgagg gtgagagcta cagcctgtcc tgccagctgg 
atccccagtc ccggtcaacc agtaatcaag gctgagcaga tcaggcttcc cggagctggt 
cttgggaagc cagccctggg gtgagttggc toctgctgtg gtactgagac aatattgtca 
taaattcaat gcgcccttgt atcccttttt cttttttatc tgtctacatc tataatcact 
atgcatacta gtctttgtta gtgtttctat tcmacttaat agagatatgt tatacttaaa 
aaaaaaaaaa aaaa 

<210> 620 
<211> 2051 
<212> DNA 
<213> Homo sapien 

<220> 

<221> misc_feature 

<222> (1) ... (2051) 

<223> n = A,T,C or G 

<400> 620 

ggaccagggg ctgaagtgaa cccccagcac agcacagctg ctctataaaa acgtggccag 
actttttttt ttgaagcaag tccctgttct tgttcgtcct gactagtccc atcagggccc 
tggatcccaa gactcagcat ccaaggtccc ctccaggaat cctggcagct cagcatactt 
tatcctgttt catctgagag caaaaatgta aaattggatg cacagaaaag tgactcaaag 
tgcttaatga ctagaagaaa tctaggagca gcaagaagag caggacaaac aggccaggcg . 
gtgtcaggag cccaggtctc cagctggang gaacgtcaac cctgcagtgg gagcaggggc 
cctttgcaca tcctaggcac agatggtaat gtagacacca caggtaagct gggcttggta 
cctacccctc cccggattca gaaagaaacc aaacaaggag ctttgtgtgg aatgaaacct 
cctttcctcc cagaagcact gctgactgtt tggtggttgc catttgtggc agtgagccct 
tgtttgttct gaggttgggc tggtttctcc tcttggccct gccctacaga tcataaagga 
gaacagcaag acgtccccag caaacatcca cagatggcct tggaaataag tcaccttcct 
caccctgcag gaatgccagt gaacatattg ctgacatctt ggagctcagt acctcatagt 
gtaacggcgt cagtagatct gcctgtgctg ggacttcctg tactacccat tcctgagggg 



1800 
1860 
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2040 
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2160 
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2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
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2880 
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3000 
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3120 
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3240 
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3360 
3420 
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3540 
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3660 
3674 
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cgatgcttct gcagggcctg tgacttggtg cacaacttca gacaccatca tcttgcagca 
gcaccgcacc ctcactagcc agggtgttga tgacttcctc aaggccaagg ccacattcaa 
ggcttcggac ttcattgatg cgcttgtgct gagcaaggtg gcttctccgg gatcttaatt 
caggaggtag aatggagctt gagatcaagt gtctgatcaa gcctcagtgt atgggcgctg 
ttcatcctct ggtgctgaag cagccaagag acccaagtct gcctggctgc ctcttaggat 
atgacagcag agccagtggc ctctactaga tcctgtacaa cctcacaaaa cacccagaca 
tcgggagtgc tgccagcctg tgatgcaaga gtcctaatcc tgaagacatt gaatgacctg 
tcgttgtgct gtttttacca aaaaggatca tgaggatcag agaggaaaag tcacttgccc 
aaagtcacac agctgaacag tggtggagtt caactttgac cgtgggctgt ctggccccca 
aggtgtatgc ttgcttctct cccaagagac tcctttctta tcaggctcaa atgaatgaaa 
ggaggatgtt aaagacaacg ccattattga cgagatcact cccaagcgga ttggagattg 
tcccaatatt tagacctata gcaaggcctt gggagaaatg gtggtgcagc aggagagcag 
gaacctaacc attgccatcc taaggccctc cattgtgtgg agcaacgtgg caccagcttt 
tcctgggttg ggttgataat ctaaatggat gtagccgact cattattgcg gtatgtatag 
ggatgaagaa gtaactgtaa tgtagtggag gaatagtaag aaaattctta gtgctggctt 
agcttaattg atccaaaaac ataaatgcta ctttactatc aattgaagca tattatttca 
attattctgg ttataatatg gaggcaggat gaaattgttt ttattctttt agaatttttt 
tttatcagga aaacagaggt aaagtgctat caattactat ttaagagttc tattttgaaa 
agtgagaatt aaggattttt cttttctttt taaaaaaaac ttttttaaaa attaaaaata 
aaagaagcaa aagtcttagg aaaatgaagc aagtagccct gccactctat gtacagtaat 
aacaatatct gtcccagtta ttatgtacaa tattataaaa aatgtcgcag acagtaaaaa 
aaaaaaaaaa a 

<210> 621 
<211> 2841 
<212> DNA 
<213> Homo sapien 

<220> 

<221> misc_feature 
<222> (1) . . . (2841) 
<223> n = A,T,C or G 

<400> 621 

gcagagcaca gcatagctgc tttaccaaat catggccaga ctgcttctgt aagcaggccc 
ctgatcctgt tccacctcac tggacaggac ctcccaactg gggcctccag ctacccccac 
cagcatccct tggccaatgg aaatttgaaa tgttcctggg acagagctcc tggagagagg 
ggcaggccac cacctttgct gtttgggtga ctagccgttc tggcctgcag gctttggaga 
gcccaagctg acaaggggta gaagaggtgc ctcagcacag cacagccacg ctacgaaaac 
atggccagac tcttgtttaa gtcagtcccc gaacacattt ctagtcagtg ggtgaagtct 
ttcaaccagg gtctctggct accttgactg ctgttctctg gccgacagag gtctcaggcc 
tccctgagtc agagctcccg gggggaggac cagattgtca tctttgctgt ttgggtgacc 
cagccatttc agccttaggg cttcagagtg tctgaggtag ccaggggctg aagtgaaccc 
ccagcacagc acagctgctg tataaaaacg tggccagact ttttctttaa gcaagtccct 
gttcttattc ctcctgacta ggtaagactt ctcaacttgc ctccagccac atcttattgg 
tgtgttcaga ttggcaacag gtttgtacct cagtggtaca gagctcccag aggaaggggt 
aggctatcat cttccctgga aaatacgagt caattaggga cttgagggga cccccagcat 
tccacagcag cccttcagaa aagtggccag actctgtact tgatgggcag atcctcctgg 
cctgtgtctc tagccagccc accactggag ctatcaagcc agtagcaact cagcagttcc 
ttggacagag cttccaggag caaatgaaat cctttctgcc actgcctttg cagtgaactg 
cccttgctat cctcagaaga tatatcacgg gagcaaagac cctaagtgcc atatcaacac 
ctccaataag ctgcagttga cccaaagaac aagccaatcc atctcccaca ggttccacac 
acactccact actcatcacc agacagggaa ccctggcttg ggcccacagc acagaccctc 
catcctgggc cgattacact gagtgattgc taactcacat gtctctggga tggagcaccc 
aggagacaag caaagtggtg gagcagcaag tcaggtgatg tggagcccag agggcaggga 
gagctatctc tctgggctcc acttgccctt gtgagacact ttgtcccagc actccttagt 
ctgcttgcct ctcccagggc cccagcctgg ccacacctgc ttacagggca ctctcagatg 
cccataccat agtttctgtg ctagtggacc gtaccatatc agtggagagc tgcagcaagg 
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tggcccntac ggccacgcac cagcctgcac attacctctc catactgcag ccctttatat 1500 

ggaaacttcc tacatcactt tgctgtgtgt gtttacacag gtggattttg ctttacttgc 1560 

actgacagca cacaggaggg cagcacacac cccaacccac atcaactgcc attaaagaaa 1620 

agaaatttca gcccataatt tcatgtccag caaaattagg catcataagt gaaggagaaa 1680 

taagatcctt ttcagacaag caaatgctga gggaattcaa tatcaccaga tctaccttac 1740 

aagagctcct gaaggaagca ctaaatatgg aaagaaaaaa ccatcaccag ccactacaaa 1800 

aatgcagtga agaacgcagt gaattacgca gtccagtgat gctaaaaacc aaccacatac 1860 

gttaagtctg caaaataacc agctgacagc atgacgacag gataaatcca cacataccat 1920 

tactaacctt aaatgaaaat gggctaaatg ctcccattga aagacatggg gcaagctgga 1980 

taaagaacca agacccactg gagtatgctg tcttcaagaa acccatctca catgcggtgg 2040 

catacatagg ctcaaaataa aggaatggag aaaaatattt caagcaaatg gaaaacagaa 2100 

aaaagcaggt gttgcactcc tactttctga caaaacagac tatgcgaata aagataaaaa 2160 

agagaaggac attacaaagg tggtcctgac ctttgatata tctcattgct tgataccaac 2220 

ctgggctgtt ttaattgccc aaanccaata ggataatttg ctgaggttgt ggagcttctc 2280 

ccctgcagag agtccctgat ctcccaaaat ttggttgaga tgtaaggttg attttgctgt 2340 

acaactcctt ttctgaagtt ttactcattt ccaaaaagga aggcaagttt tcctgcttcc 2400 

atgacgatgg agagcaggca tctcctttcc tgagtttcag cttgcttctg acagggaagg 24 60 

tgagtgtaag ttttttccag cttctaagat ggcagagaac gatcacoagc ctgagcctta 2520 

tttccaggta agtagctgaa ttagagtttt gtcttaaaat ttttccttaa tgattaaaat 2580 

gtaagattac ccaccagctg cttttaattt ctcccttagc attagaacac tcagtaatca 2640 

tatgaattgt gcatttgttt gttttgctta actctttctg tttgtttatg tttggggttt 2700 

tattgttgtt gtttcacttt tctcccatct cttcctgact tggtcaaatc caaaggaatg 27 60 

ttcgaaattg tggggagcaa ggcatctgaa atggctaaaa ctcctgtggc tgcaaaaaat 2820 

agaaataaaa aaaaaaaaaa a 2841 

<210> 622 
<211> 3228 
<212> DNA 
<213> Homo sapien 

<220> 

<221> misc_feature 
<222> (1)... (3228) 
<223> n = A,T,C or G 

<400> 622 

tccgccccat tgacgcaaat ggcggtaggc gtgtacggtg ggaggtctat ataagcagag 60 

ctctcnggct aactagagaa cccactgctt actggcttat cgaaattaat acgactcact 120 

atagggagac ccaagctggc tagcgtttaa acttaagctt ggtaccgagc tcggatccac 180 

tagtccagtg tggtggaatt ccattgtgtt gggcaggaaa caagcaaagt ggtggagcag 240 

caagtcaggt gatgtggagc ccagaggtca gggatggctg tctctctagg gtccacttgc 300 

ccttgtgaga cactttatcc cagcacttta ggaatactga ggtcatacca gccacatctt 360 

atatg'caaga ttgcccagca gagatcaggt ccgagagttc cctttttaaa aaaaggagac 420 

ttgcttaata aaagaagtct agccacgttt gtgtagagcg gctgtgctgt gctgggggtt 480 

cacttttgag agagttctcc tctgagacct gatctctgga ggctgggcaa tcttgcactt 540 

gagatggggc tggtctgatc tcagcactcc ttagtctgct cgcctctccc atggccccag 600 

cctggccaca cctgcttacg gggcactctt agatgcccac accataactt ccatgctagt 660 

ggactgtacc atatcagtgg agagctgcag caaggtggcc cctagagcca cgcaccagcc 720 

tgcacattgc ctctccatac ggcagccctt tatttggaaa cttcctaaat cactttgctg 780 

tgtgtgttta cacgggtgtg ttttgcttta cttgccctga gagcacacgg gagtgcagca 840 

cacaccccaa cccacatcaa ctgccattaa agaaaagaaa tttcagccca gaatttcatg 900 

tccagcaaaa ttaagcatca taagtgaagg agaaataaga tccttttcag acaagcaagt 960 

gctgagggaa tttggtatca ccagatctac cttacgagag ctcctgaagg aagcactaaa 1020 

tatggaaaga aaagatcatc acctgctact acaaaaacac actgaagtac acagtccaat 1080 

gatgctaaaa agcaagcaca tatgtaagtc tgcaaaataa ccagctgaca gcatgacgac 1140 

aggataaaat ccacacatac cattactaac cttaaatgta aatgggctaa atgctcccat 1200 

tgaaagacac ggggcaagct gggtaaagaa ccaagaccca ctggagtatg ccgtcttcaa 1260 

gcaacccatc tcacgtgcag tgccatacat aggctcaaaa taaaggaatg gagaaaaata 1320 



PCT/US01/01574 



tttcaagcaa atggaaaaca gaaaaaaggt gttgcactcc cagtttctga caaaacagac 1380 

tctaccaata aagataaaaa aagagaagga cattacaaag gtggtcctga cctttgataa 1440 

atctcattat tgcttgatac caacctgggc tatttgtatt gcccaaacga ataggataat 1500 

ttgctgaggt tgtggagctt ctccccttca cagagtccct gatctccgaa aatttggttg 1560 

agatgtaagg ttgattttgc tgtacaactc cttttttgaa gttttactca tttccaacaa 1620 

ggaaggcaag ttttcctgct tccattgaca aaggagagca ggcacctcct ttcctgagtt 1680 

tcagcttgct tctgacaggg aaggagcttt gagatttgaa tactggcctg ctgggttttg 1740 

gacgtgcatt gggcctgtgg tcccatttgt gttatttttc tgggaaattt cttccctttg 1800 

gagtgagaaa gcttacccaa tgcctgtacc atcatcgtac cttaaaagaa ctccatttta 1860 

agttcaggga ctccttggca gaagagaccg tagccttgta tcagatcata aaggagaaga 1920 

gcaagaggtc cccggcaaac a'tccacagat ggccttggaa ataagtcacc ttgctcaccc 1980 

tgcaggaatg ccagtgaact tattgctgac atcttggagc tcagtaccct catagtgtaa 2.040 

cggcgtcagc agatctgcct gtgctgggac ttcctgtact acccattcct gaggggcgat 2100 

gcttctgcag ggcctgtgac ttggtgcaca acttcagaca ccatcatctt gcagcagcac 2160 

cgcaccctca ctagccaggg tgttgatgac ttcctcaagg ccaaggccac attcaaggct 2220 

tcggacttca ttgatgcgct tgtgctgagc aaggtggctt ctccgggatc ttaattcagg 2280 

aggtagaatg gagcttgaga tcaagtgtct gatcaagcct cagtgtatgg gcgctgttca 2340 

tcntctggtg ctgaagcagc caagagaccc aagtctgcct ggctgcntct taggatatga 2400 

cagcagagcc agtggcctct actagatcct gtacaacctc acaaaacacc cagacatcgg 24 60 

gagtgctgcc agcctgtgat gcaagagtcc taatcctgaa gacattgaat gacctgtcat 2520 

tctgctgttt ttaccaaaaa ggatcatgag gatcagagag gaaaagtcac ttgcccaaag 2580 

tcacacagct gaacagtggt ggagttcaac tttgaccgtg ggctgtctga ccccaaggtg 2640 

tatgcttgct tctctcccaa gagacaactt tcttatcagg ctcaaatgaa tgaaaggagg 2700 

atgttaaagg taggatctct gaagcctgtg ccagtggaac cgcagctcat ggctggcacc 2760 

tgtgttctca ttcttacctc attaagagta aagtttattg agtttattga atttaagtat 2820 

ctttagtgag atcatatatt attagtaaga actgggacca aacagatttt ctgactctaa 2880 

aagagagatt ttcacagaaa cagatatata cctgtaagta tacagacacg catacacaca 2940 

tttctttact gctcataaaa attagtcctt attagaatgt gggatgtata aatgtaagag 3000 

aattttcatg ttaaaattga cagatacatt tttaaattgt cctaaaataa atttaattat 3060 

ttttntttta gaattttcca ttattaatgt tatttttatg agaaactata taactttatt 3120 

gataatacat acaataaccc tttgtttttc aaattgaaaa tacagtgtat tttgcaaata 3180 

actaagtcct aattttgtat taaaatttta aattttcaaa aaaaaaaa 3228 



<210> 623 
<211> 4894 
<212> DNA 
<213> Homo sapiens 

<400> 623 

ctgcacgcgc tggctccggg tgacagccgc 
gtgtccccac tgaggtgccc cacagcagca 
ggcaccaaag ggctggcaga aatgggcgcc 
aggaggagag gccgcagctt ctggagcaga 
acggccccct gagccctacc cgcctggccc 
ctgctgcggc accggaaagc ccagctcttg 
gtgtgtttgg ccgcaggcat cacctatgtg 
gagaagttca tgaccatggt .gctgggtgag 
atacatgcca cctggcatgt gggacaggag 
gaggtggtct gctgggaagg cattgctggg 
accaagagaa agaagagaat accaaggaca 
gcacagagcc tggctcatag gagacactgg 
ttataattta tagcgattat ctcatttaat 
ttacagagaa ggaagcagag gcttttaaga 
gcagctgaac agtagagctg ggactccatc 
cctaggacaa ggggtggact cctgactctg 
aagtagtaac cattgtgtga caacccctca 
gcaggctctg gagtcacact gcttgttgaa 



gcgcctcggc caggatctga gtgatgagac 60 
ggtgttgagc atgggctgag aagctggacc 120 
tggctgattc ctaggcagtt ggcggcagca 180 
gccgagacga agcagttctg gagtgcctga 240 
actatggtcc agaggctgtg ggtgagccgc 300 
ctggtcaacc tgctaacctt tggcctggag 360 
ccgcctctgc tgctggaagt gggggtagag 420 
tcactacatc ctccttcctt cctgttccag 480 
tacctctgcc ctgggagctg cttggaggga 540 
caggagggtg accctgggct gagggggcac 600 
taccccagtc acctctggat ccctggtcct 660 
agaaatgctc ctaacctttg gctagccctt 720 
gcttacaacc accatttgag gtgatccatt 780 
ggttaggtaa gtcttagcca aagccaaata 840 
aaggtctccc agccggagct tgctcctacc 900 
cagataaatt ctacaaaagc cacagaaggc 960 
cccccaggaa gaggggcccc tgtgaggatt 1020 
acgctgcctc ttaccctccc taggtctgcg 1080 
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cctttgaata agtatcactt cttagttgct ccatgcctca gtttgtccat ctgaaaatgg 1140 
gggcatctgt aatgcctgtg ttatgaggag taaattacag catccctgtg aagacgtagc 1200 
acagtgtcga gtacggaatg ttatttccat ccttctcacg gagcttggtt ccccttcccc 1260 
ttgcccttta cttgtcccag ccattgactc atactacttc ccttcttgca ggcattggtc 1320 
cagtgctggg cctggtctgt gtcccgctcc taggctcagc cagtgaccac tggcgtggac 1380 
gctatggccg ccgccggccc ttcatctggg cactgtcctt gggcatcctg ctgagcctct 1440 
ttctcatccc aagggccggc tggctagcag ggctgctgtg cccggatccc aggcccctgg 1500 
agctggcact gctcatcctg ggcgtggggc tgctggactt ctgtggccag gtgtgcttca 1560 
ctccactgga ggccctgctc tctgacctct tccgggaccc ggaccactgt cgccaggcct 1620 
actctgtcta tgccttcatg atcagtcttg ggggctgcct gggctacctc ctgcctgcca 1680 
ttgactggga caccagtgcc ctggccccct acctgggcac ccaggaggag tgcctctttg 1740 
gcctgctcac cctcatcttc ctcacctgcg tagcagccac actgctggtg gctgaggagg 1800 
cagcgctggg ccccaccgag ccagcagaag ggctgtcggc cccctccttg tcgccccact 1860 
gctgtccatg ccgggcccgc ttggctttcc ggaacctggg cgccctgctt ccccggctgc 1920 
accagctgtg ctgccgcatg ccccgcaccc tgcgccggct cttcgtggct gagctgtgca 1980 
gctggatggc actcatgacc ttcacgctgt tttacacgga tttcgtgggc gaggggctgt 2040 
accagggcgt gcccagagct gagccgggca ccgaggcccg gagacactat gatgaaggta 2100 
aggccttggc agccagcaga ggctggtgtg ggagccgccc accagagacg acactcgggg 2160 
ctgtgtctgg gctggtgcct ctccatcctg gccccgactt ctctgtcagg aaagtgggga 2220 
tggaccccat ctgcatacac ggcttctcat gggtgtggaa catctctgct tgcggtttca 2280 
ggaaggcctc tggctgctct aggagtctga tcagagtcgt tgccccagtt tgacagaagg 2340 
aaaggcggag cttattcaaa gtctagaggg agtggaggag ttaaggctgg atttcagatc 2400 
tgcctggttc cagccgcagt gtgccctctg ctcccccaac gactttccaa ataatctcac 24 60 
cagcgccttc cagctcaggc gtcctagaag cgtcttgaag cctatggcca gctgtctttg 2520 
tgttccctct cacccgcctg tcctcacagc tgagactccc aggaaacctt cagactacct 2580 
tcctctgcct tcagcaaggg gcgttgccca cattctctga gggtcagtgg aagaacctag 2640 
actcccattg ctagaggtag aaaggggaag ggtgctgggg agcagggctg gtccacagca 2700 
ggtctcgtgc agcaggtacc tgtggttccg ccttctcatc tccctgagac tgctccgacc 2760 
cttccctccc aggctctgtc tgatggcccc tctccctctg caggcgttcg gatgggcagc 2820 
ctggggctgt tcctgcagtg cgccatctcc ctggtcttct ctctggtcat ggaccggctg 2880 
gtgcagcgat tcggcactcg agcagtctat ttggccagtg tggcagcttt ccctgtggct 294 0 
gccggtgcca catgcctgtc ccacagtgtg gccgtggtga cagcttcagc cgccctcacc 3000 
gggttcacct tctcagccct gcagatcctg ccctacacac tggcctccct ctaccaccgg 3060 
gagaagcagg tgttcctgcc caaataccga ggggacactg gaggtgctag cagtgaggac 3120 
agcctgatga ccagcttcct gccaggccct aagcctggag ctcccttccc taatggacac 3180 
gtgggtgytg gaggcagtgg cctgctccca cctccacccg cgctctgcgg ggcctctgcc 3240 
tgtgatgtct ccgtacgtgt ggtggtgggt gagcccaccg aggccagggt ggttccgggc 3300 
cggggcatct gcctggacct cgccatcctg gatagtgcct tcctgctgtc ccaggtggcc 3360 
ccatccctgt ttatgggctc cattgtccag ctcagccagt ctgtcactgc ctatatggtg 3420 
tctgccgcag gcctgggtct ggtcgccatt tactttgcta cacaggtagt atttgacaag 3480 
agcgacttgg ccaaatactc agcgtagaaa acttccagca cattggggtg gagggcctgc 3540 
ctcactgggt cccagctccc tgctcctgtt agccccatgg ggctgccggg ctggccgcca 3600 
gtttctgttg ctgccaaagt aatgtggctc tctgctgcca ccctgtgctg ctgaggtgcg 3660 
tagctgcaca gctgggggct ggggcgtccc tctcctctct ccccagtctc tagggctgcc 3720 
tgactggagg ccttccaagg gggtttcagt ctggacttat acagggaggc cagaagggct 3780 
ccatgcactg gaatgcgggg actctgcagg tggattaccc aggctcaggg ttaacagcta 3840 
gcctcctagt tgagacacac ctagagaagg gtttttggga gctgaataaa ctcagtcacc 3900 
tggtt.tccca tctctaagcc ccttaacctg cagcttcgtt taatgtagct cttgcatggg 3960 
agtttctagg atgaaacact ccaccatggg atttgaacat atgaaagtta tttgtagggg 4020 
aagagtcctg aggggcaaca cacaagaacc aggtcccctc agcccacagc actgtctttt 4080 
tgctgatcca cccccctctt accttttatc aggatgtggc ctgttggtcc ttctgttgcc 4140 
atcacagaga cacaggcatt taaatattta acttatttat ttaacaaagt agaagggaat 4200 
ccattgctag Cttttctgtg ttggtgtcta atatttgggt agggtggggg atccccaaca 4260 
atcaggtccc ctgagatagc tggtcattgg gctgatcatt gccagaatct tcttctcctg 4320 
gggtctggcc ccccaaaatg cctaacccag gaccttggaa attctactca tcccaaatga 4380 
taattccaaa tgctgttacc caaggttagg gtgttgaagg aaggtagagg gtggggcttc 4440 
aggtctcaac ggcttcccta accacccctc ttctcttggc ccagcctggt tccccccact 4500 
tccactcccc tctactctct ctaggactgg gctgatgaag gcactgccca aaatttcccc 4560 
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tacccccaac. tttcccctac ccccaacttt 
tactgcagga ccagaagcac aaagtgcggt 
gagtatatct gtgcttgggg aatctcacac 
aagggaggtc ttatctctca gggggggttt 
tatttagcgg ggtgaatatt ttatactgta 
gacaaaatta aaggctttct tatatgttta 



ccccaccagc tccacaaccc tgtttggagc 4620 
ttcccaagcc tttgtccatc tcagccccca 4 680 
agaaactcag gagcaccccc tgcctgagct 4740 
aagtgccgtt tgcaataatg tcgtcttatt 4800 
agtgagcaat cagagtataa tgtttatggt 4860 
aaaa 4894 



<210> 624 
<211> 2904 
<212> DNA 
<213> Homo sapiens 

<400> 624 

gtctatgcct tcatgatcag tcttgggggc 
tgggacacca gtgccctggc cccctacctg 
ctcaccctca tcttcctcac ctgcgtagca 
ctgggcccca ccgagccagc agaagggctg 
ccatgccggg cccgcttggc tttccggaac 
ctgtgctgcc gcatgccccg caccctgcgc 
atggcactca tgaccttcac gctgttttac 
ggcgtgccca gagctgagcc gggcaccgag 
ctggctgctc taggagtctg atcagagtcg 
gcttattcaa agtctagagg gagtggagga 
ccagccgcag tgtgccctct gctcccccaa 
ccagctcagg cgtcctagaa gcgtcttgaa 
tcacccgcct gtcctcacag ctgagactcc 
ttcagcaagg ggcgttgccc acattctctg 
tcctgcagtg cgccatctcc ctggtcttct 
tcggcactcg agcagtctat ttggccagtg 
catgcctgtc ccacagtgtg gccgtggtga 
tctcagccct gcagatcctg ccctacacac 
tgttcctgcc caaataccga ggggacactg 
ccagcttcct gccaggccct aagcctggag 
gaggcagtgg cctgctccca cctccacccg 
ccgtacgtgt ggtggtgggt gagcccaccg 
gcctggacct cgccatcctg gatagtgcct 
ttatgggctc cattgtccag ctcagccagt 
gcctgggtct ggtcgccatt tactttgcta 
ccaaatactc agcgtagaaa acttccagca 
cccagctccc cgctcctgtt agccccatgg 
ctgccaaagt aatgtggctc tctgctgcca 
gctgggggct ggggcgtccc tctcctctct 
ccttccaagg gggtttcagt ctggacttat 
gaatgcgggg actctgcagg tggattaccc 
tgagacacac ctagagaagg gtttttggga 
tctctaagcc ccttaacctg cagcttcgtt 
atgaaacact cctccatggg atttgaacat 
aggggcaaca cacaagaacc aggtcccotc 
cccccctctt accttttatc aggatgtggc 
cacaggcatt taaatattta acttatttat 
cttttctgtg ttggtgtcta atatttgggt 
ctgagatagc tggtcattgg gctgatcatt 
ccccaaaatg cctaacccag gaccttggaa 
tgctgttacc caaggttagg gtgttgaagg 
ggcttcccta accacccctc ttctcttggc 
tctactctct ctaggactgg gctgatgaag 
tttcccctac ccccaacttt ccccaccagc 



tgcctgggct acctcctgcc tgccattgac 60 
ggcacccagg aggagtgcct ctttggcctg 120 
gccacactgc tggtggctga ggaggcagcg 180 
tcggccccct ccttgtcgcc ccactgctgt 240 
ctgggcgccc tgcttccccg gctgcaccag 300 
cggctcttcg tggctgagct gtgcagctgg 360 
acggatttcg tgggcgaggg gctgtaccag 420 
gcccggagac actatgatga aggaaggcct 480 
ttgccccagt ttgacagaag gaaaggcgga 54 0 
gttaaggctg gatttcagat ctgcctggtt 600 
cgactttcca aataatctca ccagcgcctt 660 
gcctatggcc agctgtcttt gtgttccctc 720 
caggaaacct tcagactacc ttcctctgcc 780 
agggcgttcg gatgggcagc ctggggctgt 840 
ctctggtcat ggaccggctg gtgcagcgat 900 
tggcagcttt ccctgtggct gccggtgcca 960 
cagcttcagc cgccctcacc gggttcacct 1020 
tggcctccct ctaccaccgg gagaagcagg 1080 
gaggtgctag cagtgaggac agcctgatga 114 0 
ctcccttccc taatggacac gtgggtgctg 1200 
cgctctgcgg ggcctctgcc tgtgatgtct 12 60 
aggccagggt ggttccgggc cggggcatct 1320 
tcctgctgtc ccaggtggcc ccatccctgt 1380 
ctgtcactgc ctatatggtg tctgccgcag 1440 
cacaggtagt atttgacaag agcgacttgg 1500 
cattggggtg gagggcctgc ctcactgggt 1560 
ggctgccggg ctggccgcca gtttctgttg 1620 
ccctgtgctg ctgaggtgcg tagctgcaca 1680 
ccccagtctc tagggctgcc tgactggagg 1740 
acagggaggc cagaagggct ccatgcactg 1800 
aggctcaggg ttaacagcta gcctcctagt 1860 
gctgaataaa ctcagtcacc tggtttccca- 1920 
taatgtagct cttgcatggg agtttctagg 1980 
atgaaagtta tttgtagggg aagagtcctg 2040 
agcccacagc actgtctttt tgctgatcca 2100 
ctgttggtcc ttctgttgcc atcacagaga 2160 
ttaacaaagt agaagggaat ccattgctag 2220 
agggtggggg atccccaaca atcaggtccc 2280 
gccagaatct tcttctcctg gggtctggcc 234 0 
attctactca tcccaaatga taattccaaa 2400 
aaggtagagg gtggggcttc aggtctcaac 24 60 
ccagcctggt tccccccact tccactcccc 2520 
gcactgccca aaatttcccc tacccccaac 2580 
tccacaaccc tgtttggagc tactgcagga 2640 
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ccagaagcac aaagtgcggt ttcccaagcc tttgtccatc tcagccccca gagtatatct 2700 
gtgcttgggg aatctcacac agaaactcag gagcaccccc tgcctgagct aagggaggtc 2760 
ttatctctca gggggggttt aagtgccgtt tgcaataatg tcgtcttatt tatttagcgg 2820 
ggtgaatatt ttatactgta agtgagcaat cagagtataa tgtttatggt gacaaaatta 2880 
aaggctttct tatatgttta aaaa 2904 



<210> 625 
<211> 4034 
<212> DNA 
<213> Homo sapiens 

<400> 625 

aaccagcctg cacgcgctgg ctccgggtga cagccgcgcg cctcggccag gatctgagtg 60 
atgagacgtg tccccactga ggtgccccac agcagcaggt gttgagcatg ggctgagaag 120 
ctggaccggc accaaagggc tggcagaaat gggcgcctgg ctgattccta ggcagttggc 180 
ggcagcaagg aggagaggcc gcagcttctg gagcagagcc gagacgaagc agttctggag 240 
tgcctgaacg gccccctgag ccctacccgc ctggcccact atggtccaga ggctgtgggt 300 
gagccgcctg ctgcggcacc ggaaagccca gctcttgctg gtcaacctgc taacctttgg 360 
cctggaggtg tgtttggccg caggcatcac ctatgtgccg cctctgctgc tggaagtggg 420 
ggtagaggag aagttcatga ccatggtgct gggcattggt ccagtgctgg gcctggtctg 480 
tgtcccgctc ctaggctcag ccagtgacca ctggcgtgga cgctatggcc gccgccggcc 540 
cttcatctgg gcactgtcct tgggcatcct gctgagcctc tttctcatcc caagggccgg 600 
ctggctagca gggctgctgt gcccggatcc caggcccctg gagctggcac tgctcatcct 660 
gggcgtgggg ctgctggact tctgtggcca ggtgtgottc actccactgg aggccctgct 720 
ctctgacctc ttccgggacc cggaccactg tcgccaggcc tactctgtct atgccttcat 780 
gatcagtctt gggggctgcc tgggctacct cctgcctgcc attgactggg acaccagtgc 84 0 
cctggccccc tacctgggca cccaggagga gtgcctcttt ggcctgctca ccctcatctt 900 
cctcacctgc gtagcagcca cactgctggt ggctgaggag gcagcgctgg gccccaccga 960 
gccagcagaa gggctgtcgg ccccctcctt gtcgccccac tgctgtccat gccgggcccg 1020 
cttggctttc cggaacctgg gcgccctgct tccccggctg caccagctgt gctgccgcat 1080 
gccccgcacc ctgcgccggc tcttcgtggc tgagctgtgc agctggatgg cactcatgac 1140 
cttcacgctg ttttacacgg atttcgtggg cgaggggctg taccagggcg tgcccagagc 1200 
tgagccgggc accgaggccc ggagacacta tgatgaaggt aaggccttgg cagccagcag 1260 
aggctggtgt gggagccgcc caccagagac gacactcggg gctgtgtctg ggctggtgcc 1320 
tctccatcct ggccccgact tctctgtcag gaaagtgggg atggacccca tctgcataca 1380 
cggcttctca tgggtgtgga acatctctgc ttgcggtttc aggaaggcct ctggctgctc 1440 
taggagtctg atcagagtcg ttgccccagt ttgacagaag gaaaggcgga gcttattcaa 1500 
agtctagagg gagtggagga gttaaggctg gatttcagat ctgcctggtt ccagccgcag 1560 
tgtgccctct gctcccccaa cgactttcca aataatctca ccagcgcctt ccagctcagg 1620 
cgtcctagaa gcgtcttgaa gcctatggcc agctgtcttt gtgttccctc tcacccgcct 1680 
gtcctcacag ctgagactcc caggaaacct tcagactacc ttcctctgcc ttcagcaagg 1740 
ggcgttgccc acattctctg agggtcagtg gaagaaccta gactcccatt gctagaggta 1800 
gaaaggggaa gggtgctggg gagcagggct ggtccacagc aggtctcgtg cagcaggtac 1860 
ctgtggttcc gccttctcat ctccctgaga ctgctccgac ccttccctcc caggctctgt 1920 
ctgatggccc ctctccctct gcaggcgttc ggatgggcag cctggggctg ttcctgcagt 1980 
gcgccatctc cctggtcttc tctctggtca tggaccggct ggtgcagcga ttcggcactc 204 0 
gagcagtcta tttggccagt gtggcagctt tccctgtggc tgccggtgcc acatgcctgt 2100 
cccacagtgt ggccgtggtg acagcttcag ccgccctcac cgggttcacc ttctcagccc 2160 
tgcagatcct gccctacaca ctggcctccc tctaccaccg ggagaagcag gtgttcctgc 2220 
ccaaataccg aggggacact ggaggtgcta gcagtgagga cagcctgatg accagcttcc 2280 
tgccaggccc taagcctgga gctcccttcc ctaatggaca cgtgggtgct ggaggcagtg 234 0 
gcctgctccc acctccaccc gcgctotgcg gggcctctgc ctgtgatgtc tccgtacgtg 2400 
tggtggtggg tgagcccacc gaggccaggg tggttccggg ccggggcatc tgcctggacc 24 60 
tcgccatcct ggatagtgcc ttcctgctgt cccaggtggc cccatccctg tttatgggct 2520 
ccattgtcca gctcagccag tctgtcactg cctatatggt gtctgccgca ggcctgggtc 2580 
tggtcgccat ttactttgct acacaggtag tatttgacaa gagcgacttg gccaaatact 2640 
cagcgtagaa aacttccagc acattggggt ggagggcctg cctcactggg tcccagctcc 2700 
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ccgctcctgt tagocccatg gggctgccgg 
taatgtggct ctctgctgcc accctgtgct 
tggggcgtcc ctctcctctc tccccagtct 
ggggtttcag tctggactta tacagggagg 
gactctgcag gtggattacc caggctcagg 
cctagagaag ggtttttggg agctgaataa 
cccttaacct gcagcttcgt ttaatgtagc 
tcctccatgg gatttgaaca tatgaaagtt 
acacaagaac caggtcccct cagcccacag 
taccttttat caggatgtgc ctgttggtcc 
taaatattta acttatttat ttaacaaagt 
ttggtgtcta atatttgggt agggtggggg 
tggtcattgg gctgatcatt gccagaatct 
cctaacccag gaccttggaa attctactca 
caaggttagg gtgttgaagg aaggtagagg 
accacccctc ttctcttggc ccagcctggt 
ctaggactgg gctgatgaag gcactgccca 
ccccaacttt ccccaccagc tccacaaccc 
aaagtgcggt ttcccaagcc tttgtccatc 
aatctcacac agaaactcag gagcaccccc 
gggggggttt aagtgccgtt tgcaataatg 
ttatactgta agtgagcaat cagagtataa 
tatatgttta aaaa 



gctggccgcc agtttctgtt gctgccaaag 2760 
gctgaggtgc gtagctgcac agctgggggc 2820 
ctagggctgc ctgactggag gccttccaag 2880 
ccagaagggc tccatgcact ggaatgcggg 2940 
gttaacagct agcctcctag ttgagacaca 3000 
actcagtcac ctggtttccc atctctaagc 3060 
tcttgcatgg gagtttctag gatgaaacac 3120 
atttgtaggg gaagagtcct gaggggcaac 3180 
cactgtcttt ttgctgatcc acccccctct 3240 
ttctgttgcc atcacagaga cacaggcatt 3300 
agaagggaat ccattgctag cttttctgtg 3360 
atccccaaca atcaggtccc ctgagatagc 3420 
tcttctcctg gggtctggcc ccccaaaatg 3480 
tcccaaatga taattccaaa tgctgttacc 3540 
gtggggcttc aggtctcaac ggcttcccta 3600 
tccccccact tccactcccc tctactctct 3660 
aaatttcccc tacccccaac tttcccctac 3720 
tgtttggagc tactgcagga ccagaagcac 3780 
tcagccccca gagtatatct gtgcttgggg 3840 
tgcctgagct aagggaggtc ttatctctca 3900 
tcgtcttatt tatttagcgg ggtgaatatt 3960 
tgtttatggt gacaaaatta aaggctttct 4020 
4034 



<210> 626 

<211> 6976 

<212> DNA 

<213> Homo sapiens 

<400> 626 

gaagctggac cggcaccaaa gggctggcag 
tggcggcagc aaggaggaga ggccgcagct 
ggagtgcctg aacggccccc tgagccctac 
gggtgagccg cctgctgcgg caccggaaag 
ttggcctgga ggtgtgtttg gccgcaggca 
tgggggtaga ggagaagttc atgaccatgg 
tcctgttcca gatacatgcc acctggcatg 
gcttggaggg agaggtggtc tgctgggaag 
tgagggggca caccaagaga aagaagagaa 
tccctggtcc tgcacagagc ctggctcata 
ggctagccct tttataattt atagcgatta 
ggtgatccat tttacagaga aggaagcaga 
aaagccaaat agcagctgaa cagtagagct 
ttgctcctac ccctaggaca aggggtggac 
ccacagaagg caagtagtaa ccattgtgtg 
ctgtgaggat tgcaggctct ggagtcacac 
ctaggtctgc gcctttgaat aagtatcact 
tctgaaaatg ggggcatctg taatgcctgt 
gaagacgtag cacagtgtcg agtacggaat 
tccccttccc cttgcccttt acttgtccca 
aggcattggt ccagtgctgg gcctggtctg 
ctggcgtgga cgctatggcc gccgccggcc 
gctgagcctc tttctcatcc caagggccgg 
caggcccctg gagctggcac tgctcatcct 
ggtgtgcttc actccactgg aggccctgct 
tcgccaggcc tactctgtct atgccttcat 
cctgcctgcc attgactggg acaccagtgc 



aaatgggcgc ctggctgatt cctaggcagt 60 
tctggagcag agccgagacg aagcagttct 120 
ccgcctggcc cactatggtc cagaggctgt 180 
cccagctctt gctggtcaac ctgctaacct 240 
tcacctatgt gccgcctctg ctgctggaag 300 
tgctgggtga gtcactacat cctccttcct 360 
tgggacagga gtacctctgc cctgggagct 420 
gcattgctgg gcaggagggt gaccctgggc 480 
taccaaggac ataccccagt cacctctgga 540 
ggagacactg gagaaatgct cctaaccttt 600 
tctcatttaa tgcttacaac caccatttga 660 
ggcttttaag aggttaggta agtcttagcc 720 
gggactccat caaggtctcc cagccggagc 780 
tcctgactct gcagataaat tctacaaaag 840 
acaacccctc acccccagga agaggggccc 900 
tgcttgttga aacgctgcct cttaccctcc 960 
tmttagttgc tcoatgcctc agtttgtcca 1020 
gttatgagga gtaaattaca gcatccctgt 1080 
gttatttcca tccttctcac ggagcttggt 1140 
gccattgact catactactt cccttcttgc 1200 
tgtcccgctc ctaggctcag ccagtgacca 1260 
cttcatctgg gcactgtcct tgggcatcct 1320 
ctggctagca gggctgctgt gcccggatcc 1380 
gggcgtgggg ctgctggact tctgtggcca 1440 
ctctgacctc ttccgggacc cggaccactg 1500 
gatcagtctt gggggctgcc tgggctacct 1560 
cctggccccc tacctgggca cccaggagga 1620 



m 
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gtgcctcttt ggcctgctca ccctcatctt cctcacctgc gtagcagcca cactgctggt 1680 
ggctgaggag gcagcgctgg gccccaccga gccagcagaa gggctgtcgg ccccctcctt 1740 
gtcgccccac tgctgtccat gccgggcccg cttggctttc cggaacctgg gcgccctgct 1800 
tccccggctg caccagctgt gctgccgcat gccccgcacc ctgcgccggc tcttcgtggc 1860 
tgagctgtgc agctggatgg cactcatgac cttcacgctg ttttacacgg atttcgtggg 1920 
cgaggggctg taccagggcg tgcccagagc tgagccgggc accgaggccc ggagacacta 1980 
tgatgaaggt aaggccttgg cagccagcag aggctggtgt gggagccgcc caccagagac 204 0 
gacactcggg gctgtgtctg ggctggtgcc tctccatcct ggccccgact tctctgtcag 2100 
gaaagtgggg atggacccca tctgcataca cggcttctca tgggtgtgga acatctctgc 2160 
ttgcggtttc aggaaggcct ctggctgctc taggagtctg atcagagtcg ttgccccagt 2220 
ttgacagaag gaaaggcgga gcttattcaa agtctagagg gagtggagga gttaaggctg 2280 
gatttcagat ctgcctggtt ccagccgcag tgtgccctct gctcccccaa cgactttcca 234 0 
aataatctca ccagcgcctt ccagctcagg cgtcctagaa gcgtcttgaa gcctatggcc 2400 
agctgtcttt gtgttccctc tcacccgcct gtcctcacag ctgagactcc caggaaacct 24 60 
tcagactacc ttcctctgcc ttcagcaagg ggcgttgccc acattctctg agggtcagtg 2520 
gaagaaccta gactcccatt gctagaggta gaaaggggaa gggtgctggg gagcagggct 2580 
ggtccacagc aggtctcgtg cagcaggtac ctgtggttcc gccttctcat ctccctgaga 2640 
ctgctccgac ccttccctcc caggctctgt ctgatggccc ctctccotct gcaggcgttc 2700 
ggatgggcag cctggggctg ttcctgcagt gcgccatctc cctggtcttc tctctggtca 2760 
tggaccggct ggtgcagcga ttcggcactc gagcagtcta tttggccagt gtggcagctt 2820 
tccctgtggc tgccggtgcc acatgcctgt cccacagtgt ggccgtggtg acagcttcag 2880 
ccgccctcac cgggttcacc ttctcagccc tgcagatcct gccctacaca ctggcctccc 294 0 
tctaccaccg ggagaagcag gtactcattg gccagtgggt ggagtcaggg tgggaggggt 3000 
ggtctgggtt tttgggaggc caactagctc agaacctggt atctggcaag caactttgga 3060 
gaatgcttct ttgaatcaga gaagaagctt atcctagccc cagggccaga ggcttgggct 3120 
gcagaacagt gtagattaga ttctgggaat gacttcctgg ggtcaggact gtgtagcact 3180 
tgaatggatg attgcaggaa atgcaaaata cgatagtggg aatcccgaag ggtcaggcca 3240 
gcaggagccc taggcttcta ggctggttgt tctatggaga ggcagggcgc tgaatcagat 3300 
gacccctggg ccattcagcc tcagcagacg ggagtgggaa tggtccagcc ttagcaacac 3360 
ctttcttcag ggagcagcaa cctgacttag cctgtatcct actctggtct ctgagatggg 3420 
gcaggctcct tcctaccccc tttctttctg gcttattttt cttttctgtc taattccctt 34 BO 
ttcttttcct gcatccctcc tttgcctcct tccctttctc cttccccttc cccttcccct 3540 
gtggcagata tctgagcttg acacctgacc cactcacttg ggcactgtgt aagttgtggg 3600 
gacctccttc ttggttggcc ctacactaac cagcccctcc aggggcccct ttocttggga 3660 
agccacctaa cccaggtagt gtggtcatcc ttgtcccctc cactgacctc actgagctac 3720 
aaacctgggt gctggactct gccttgaggg gcatgaagtt ggggtgtccc aagggaggag 3780 
gagatgcagg actgctctca tagagctctc agactgtagg gaagacctgc ccctgcgtct 3840 
cgtagcactt gaggagagga gtaggtaagt tcgtagctga gaggctggtt aactgagtag 3900 
gtagctgcag gggtgagagg tatggagggg aggggctaag gttttggttg ggggagcctg 3960 
gtccctgaga cccctgttag cccactgata accttcttca gccttcactc ttctgcttgc 4020 
ctgggctggg ggcagggggc tggcatcagc ggccaggcct gagtatgtgc tgtcgtgcca 4080 
gggaacgttc tggggctagc catcttctcc agatggagga gcatgtctgt cctcggacca 414 0 
ctccagactc caacctcagc ggacattcct ggggtggcag gcagggagga gaagtcctgg 4200 
gaggcccctt cctaacagca gctgatggca gacttggcac tgcacgctgt ctgcctgttc 4260 
ctttgcccac ttgttgagct gcatggtgag ccgtgggctt ccctggtgtc aggtttgagc 4320 
tctgccatgg ctcccacctc gcaaatgcag ccaactcaac tcttctggca tggggacaat 4 380 
gttggataag acctggcctt gtccttaaat aggaggctct gggccatcaa gggcaggggt 444 0 
tggggggatg gtggtcgacc agtcactctg atctaagtca gacagcagga aggaagtgag 4 500 
aagccttcaa cattagcaca gctggggctg ggggaggtgg gaagagggac attcctcctg 4 560 
cttggggtct actggattct ccctgcccca aggctgggga caagggagct catggcaggg 4 620 
cagctaccct agtggcatct gggaccccag agaggcagag cttctctgca ccgggcaatg 4 68 0 
aggatttcca gatgtcggag tggagggcag gcaggaagga aggttaggag agcctgcgtg 4740 
gggtttgggc catcaggggc cctgccttgg cttttgttcc tctgttctgt gcatctctta 4800 
ccaccgtctt cattccccct gtgtcttttc cttaccttgg agctctgttc tctctgatct 4860 
gtgatattga gtttgtctgc ctcttacctg ttctaagagg ctagaggaga cctagacttc 4920 
tgggttcaca tttgtccccg ccctaccccg ttacccttct cccactcctg aggaagggtc 4980 
ctggttagac ttggaccaag tagggtctcc atcttctctc ctgctcctga ttctcatgaa 5040 
gtcccattgc ccctgggatg gaggcaaggg tctgttctca cagctggggt ggtgccagtg 5100 
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ctgggtacac acctgtcctc ttcccctttt cttcacccct ctgccttagg tgttcctgcc 5160 
caaataccga ggggacactg gaggtgctag cagtgaggac agcctgatga ccagcttcct 5220 
gccaggccct aagcctggag ctcccttccc taatggacac gtgggtgctg gaggcagtgg 5280 
cctgctccca cctccacccg cgctctgcgg ggcctctgcc tgtgatgtct ccgtacgtgt 5340 
ggtggtgggt gagcccaccg aggccagggt ggttccgggc cggggcatct gcctggacct 5400 
cgccatcctg gatagtgcct tcctgctgtc ccaggtggcc ccatccctgt ttatgggctc 54 60 
cattgtccag ctcagccagt ctgtcactgc ctatatggtg tctgccgcag gcctgggtct 5520 
ggtcgccatt tactttgcta cacaggtagt atttgacaag agcgacttgg ccaaatactc 5580 
agcgtagaaa acttccagca cattggggtg gagggcctgc ctcactgggt cccagctccc 5640 
cgctcctgtt agccccatgg ggctgccggg ctggccgcca gtttctgttg ctgccaaagt 5700 
aatgtggctc tctgctgcca ccctgtgctg ctgaggtgcg tagctgcaca gctgggggct 5760 
ggggcgtccc tctcctctct ccccagtctc tagggctgcc tgactggagg ccttccaagg 5820 
gggtttcagt ctggacttat acagggaggc cagaagggct ccatgcactg gaatgcgggg 5880 
actctgcagg tggattaccc aggctcaggg ttaacagcta gcctcctagt tgagacacac 5940 
ctagagaagg gtttttggga gctgaataaa ctcagtcacc tggtttccca tctctaagcc 6000 
ccttaacctg cagcttcgtt taatgtagct cttgcatggg agtttctagg atgaaacact 6060 
cctccatggg atttgaacat atgaaagtta tttgtagggg aagagtcctg aggggcaaca 6120 
cacaagaacc aggtcccctc agcccacagc actgtctttt tgctgatcca cccccctctt 6180 
accttttatc aggatgtggc ctgttggtcc ttctgttgcc atcacagaga cacaggcatt 6240 
taaatattta acttatttat ttaacaaagt agaagggaat ccattgctag cttttctgtg 6300 
ttggtgtcta atatttgggt agggtggggg atccccaaca atcaggtccc ctgagatagc 6360 
tggtcattgg gctgatcatt gccagaatct tcttctcctg gggtctggcc ccccaaaatg 6420 
cctaacccag gaccttggaa attctactca tcccaaatga taattccaaa tgctgttacc 6480 
caaggttagg gtgttgaagg aaggtagagg gtggggcttc aggtctcaac ggcttcccta 6540 
accacccctc ttctcttggc ccagcctggt tccccccact tccactcccc tctactctct 6600 
ctaggactgg gctgatgaag gcactgccca aaatttcccc tacccccaac tttcccctac 6660 
ccccaacttt ccccaccagc tccacaaccc tgtttggagc tactgcagga ccagaagcac 6720 
aaagtgcggt ttcccaagcc tttgtccatc tcagccccca gagtatatct gtgcttgggg 6780 
aatctcacac agaaactcag gagcaccccc tgcctgagct aagggaggtc ttatctctca 6840 
gggggggttt aagtgccgtt tgcaataatg tcgtcttatt tatttagcgg ggtgaatatt 6900 
ttatactgta agtgagcaat cagagtataa tgtttatggt gacaaaatta aaggctttct 6960 
tatatgttta aaaaaa 6976 



<210> 627 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 627 

Met Gly Ser Leu Gly Leu Phe Leu Gin Cys Ala lie Ser Leu Val Phe 
5 10 15 

Ser Leu Val Met Asp Arg Leu Val Gin Arg Phe Gly Thr Arg Ala Val 
20 25 30 

Tyr Leu Ala Ser Val Ala Ala Phe Pro Val Ala Ala Gly Ala Thr Cys 
35 40 45 

Leu Ser His Ser Val Ala Val Val Thr Ala Ser Ala Ala Leu Thr Gly 
50 55 60 

Phe Thr Phe Ser Ala Leu Gin lie Leu Pro Tyr Thr Leu Ala Ser Leu 
65 70 75 80 

Tyr His Arg Glu Lys Gin Val Leu lie Gly Gin Trp Val Glu Ser Gly 
85 90 95 
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Trp Glu Gly Trp Ser Gly Phe Leu Gly Gly Gin Leu Ala Gin Asn Leu 
100 105 110 



Val Ser Gly Lys Gin Leu Trp Arg Met Leu Leu 
115 120 



<210> 628 
<211> 150 
<212> PRT 
<213> Homo sapiens 



<400> 628 

Met Val Gin Arg Leu Trp Val Ser Arg Leu Leu Arg His Arg Lys Ala 
5 10 15 

Gin Leu Leu Leu Val Asn Leu Leu Thr Phe Gly Leu Glu Val Cys Leu 
20 25 30 

Ala Ala Gly lie Thr Tyr Val Pro Pro Leu Leu Leu Glu Val Gly Val 
35 40 45 

Glu Glu Lys Phe Met Thr Met Val Leu Gly Glu Ser Leu His Pro Pro 
50 55 60 

Ser Phe Leu Phe Gin lie His Ala Thr Trp His Val Gly Gin Glu Tyr 



Leu Cys Pro Gly Ser Cys Leu Glu Gly Glu Val Val Cys Trp Glu Gly 
85 90 95 

lie Ala Gly Gin Glu Gly Asp Pro Gly Leu Arg Gly His Thr Lys Arg 
100 105 110 

Lys Lys Arg He Pro Arg Thr Tyr Pro Ser His Leu Trp He Pro Gly 
115 120 125 

Pro Ala Gin Ser Leu Ala His Arg Arg His Trp Arg Asn Ala Pro Asn 
130 135 140 

Leu Trp Leu Ala Leu Leu 
145 150 



<210> 629 
<211> 371 
<212> PRT 
<213> Homo sapiens 

<400> 629 

Met Leu Phe Pro Ser Phe Ser Arg Ser Leu Val Pro Leu Pro Leu Ala 



Leu Tyr Leu Ser Gin Pro Leu Thr His Thr Thr Ser Leu Leu Ala Gly 



He Gly Pro Val Leu Gly Leu Val Cys Val Pro Leu Leu Gly Ser Ala 
35 40 45 
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Ser Asp His Trp Arg Gly Arg Tyr Gly Arg Arg Arg Pro Phe He Trp 
50 55 60 



Ala Leu Ser Leu Gly lie Leu Leu Ser Leu Phe Leu He Pro Arg Ala 
65 70 75 80 

Gly Trp Leu Ala Gly Leu Leu Cys Pro Asp Pro Arg Pro Leu Glu Leu 
85 90 95 

Ala Leu Leu He Leu Gly Val Gly Leu Leu Asp Phe Cys Gly Gin Val 
100 105 110 



Cys Phe Thr Pro Leu Glu Ala Leu Leu Ser Asp Leu Phe Arg Asp Pro 
115 120 125 



Asp His Cys Arg Gin Ala Tyr Ser Val Tyr Ala Phe Met He Ser Leu 
130 135 140 



Gly Gly Cys Leu Gly Tyr Leu Leu Pro Ala He Asp Trp Asp Thr Ser 
145 150 155 160 

Ala Leu Ala Pro Tyr Leu Gly Thr Gin Glu Glu Cys Leu Phe Gly Leu 
165 170 175 

Leu Thr Leu He Phe Leu Thr Cys Val Ala Ala Thr Leu Leu Val Ala 
180 185 190 

Glu Glu Ala Ala Leu Gly Pro Thr Glu Pro Ala Glu Gly Leu Ser Ala 
195 200 205 

Pro Ser Leu Ser Pro His Cys Cys Pro Cys Arg Ala Arg Leu Ala Phe 
210 215 220 



Arg Asn Leu Gly Ala Leu Leu Pro Arg Leu His Gin Leu Cys Cys Arg 
225 230 235 " 240 



Met Pro Arg Thr Leu Arg Arg Leu Phe Val Ala Glu Leu Cys Ser Trp 
245 250 255 

Met Ala Leu Met Thr Phe Thr Leu Phe Tyr Thr Asp Phe Val Gly Glu 
260 265 270 

Gly Leu Tyr Gin Gly Val Pro Arg Ala Glu Pro Gly Thr Glu Ala Arg 
275 280 ' 285 

Arg His Tyr Asp Glu Gly Lys Ala Leu Ala Ala Ser Arg Gly Trp Cys 
290 295 300 

Gly Ser Arg Pro Pro Glu Thr Thr Leu Gly Ala Val Ser Gly Leu Val 
305 310 315 320 

Pro Leu His Pro Gly Pro Asp Phe Ser Val Arg Lys Val Gly Met Asp 
325 330 335 

Pro He Cys He His Gly Phe Ser Trp Val Trp Asn He Ser Ala Cys 



340 



345 



350 
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Gly Phe Arg Lys Ala Ser Gly Cys Ser Arg Ser Leu lie Arg Val Val 
355 360 365 

Ala Pro Val 
370 



<210> 630 
<211> 2983 
<212> DMA 
<213> Homo sapiens 

<400> 630 

agagatagag tcttccctgg cattgcagga 
aagagctgca agttctccac attgacttct 
catgggagtt ccaaacgagc agtcctgtgt 
tggtgctgaa ccagccccta caatcctacc 
cgaatcctag catcgccaaa cacaccctgg 
actacaactg gcaggcaacc cttcaaaatg 
ccagttcccc caatgccatc ctgggcaagt 
tccttaagtc tgaagaaaac atcctatacc 
tggttttcat gcctgatgag gacgagcgca 
attacgtggg ggctgccaga agtatcaaat 
aaaatgtoct ggactgctgc atttccctgc 
ggagggaccc cgtgctggtg tgcagggcca 
agggcgtgct cattgggaat tggactgggg 
ggacaggcag tgccccgatc ctgcagcagt 
gccagtgctg ggtgtttgct gggatcctga 
cacgcagtgt gacaggcttc gattcagctc 
cctatgtgaa tgagaatggc aagaaaatca 
tccatgtgtg gacggatgcc tggatgaagc 
ggcaggctgt ggacgcaacg ccgcaggagc 
caccactgac cgccatccgc aaaggtgaca 
tctcagaagt gaatggtgac aggctcatct 
agttacacgt aatttcaatg gagaccacaa 
tgggccaaga caggcggaga gatatcacct 
aggagaggca ggtcatggat catgccttcc 
gacctgtaaa agagaacttt cttcacatgt 
actctgttaa tttcaccgtg attcttaaaa 
tcttgggctc ctttgaacta cagttgtaca 
tcaataagac ctcgcagatc caaggtcaag 
agacctacat caacagcctg gctatattag 
ttgcggaaat tgtggagtct aaggaaatca 
accctgagtt ctctatagag ttgcctaaca 
attgtatctt caagaatacc ctggccatcc 
gcctgggcat ctcctcacta cagacctctg 
tccaatccca aataaaatgc accccaataa 
taagttccaa acaagtgaaa gagattaatg 
cttgtctgat gctgtggagc cttagttgag 
ttcagattat ggatgattaa atttgatgac 
gtcaaaaagg ccaacacaac cataagcagc 
acagggtcac ctcttttaca gttagaaaca 
cctgagtcat ggcctcaaaa atcagggcca 
gaagccacag agtctctccc tggagcagca 
tgacgaccct tgagaagctg ccatatcttc 
ctgtcaactg gagtgctctc tcagcactgg 



gagaatctga agggatgatg gatgcatcaa- 60 
tgaatcagga caacgccgtt tctcaccaca 120 
tccggcgagg acaggtgttt cacctgcggc 180 
accaactgaa actggaattc agcacagggc 240 
tggtgctcga cccgaggacg ccctcagacc 300 
agtctggcaa agaggtcaca gtggctgtca 360 
accaactaaa cgtgaaaact ggaaaccaca 420 
ttctcttcaa cccatggtgt aaagaggaca 480 
aagagtacat cctcaatgac acgggctgcc 540 
gcaaaccctg gaactttggt cagtttgaga 600 
tgactgagag ctccctcaag cccacagata 660 
tgtgtgctat gatgagcttt gagaaaggcc 720 
actatgaagg tggcacagcc ccatacaagt 780 
actacaacac gaagcaggct gtgtgctttg 840 
ctacagtgct gagagcgttg ggcatcccag 900 
acgacacaga aaggaacctc acggtggaca 960 
ccagtatgac ccacgactct gtctggaatt 1020 
gaccggatct gcccaagggc tacgacggct 1080 
gaagccaggg tgtcttctgc tgtgggccat 114 0 
tctttattgt ctatgacacc agattcgtct 1200 
ggttggtgaa gatggtgaat gggcaggagg 1260 
gcatcgggaa aaacatcagc accaaggcag 1320 
atgagtacaa gtatccagaa ggctcctctg 1380 
tccttctcag ttctgagagg gagcacagac 1440 
cggtacaatc agatgatgtg ctgctgggaa 1500 
ggaagaccgc tgccctacag aatgtcaaca 1560 
ctggcaagaa gatggcaaaa ctgtgtgacc 1620 
tatcagaagt gactctgacc ttggactcca 1680 
atgatgagcc agttatcaga ggtttcatca 1740 
tggcctctga agtattcacg tctttccagt 1800 
caggcagaat tggccagcta cttgtctgca 1860 
ctttgactga cgtcaagttc tctttggaaa 1920 
accatgggac ggtgcagcct ggtgagacca 1980 
aaactggacc caagaaattt atcgtcaagt 2040 
ctcagaagat tgttctcatc accaagtagc 2100 
atttcagcat ttcctacctt gtgcttagct 2160 
ttatatgagg gcagattcaa gagccagcag 2220 
cagacccaca aggccaggtc ctgtgctatc 2280 
ccagccgagg ccacagaatc ccatcccttt 2340 
ccattgtctc aattcaaatc catagatttc 2400 
gactatgggc agcccagtgc tgccacctgc 2460 
aggccatggg ttcaccagcc ctgaaggcac 2520 
gatgggcctg atagaagtgc attctcctcc 2580 



WO 01/051633 PCT/US01/01574 



tattgcctcc attctcctct ctctatccct 
caagcagttt gaagcccaat ctgcaaggac 
aaccctgtcc tcaggcctga actcaccata 
aatcctcttc ccttattcta aagctgcccc 
cctccctggt gtgaactctt tctttggtat 
cttctgttaa ctgaagcctg ctccttcttg 
caataagctt taaattaaac tctacttcaa 

<210> 631 
<211> 3064 
<212> DNA 
<213> Homo sapiens 



gaaatccagg aagtccctct cctggtgctc 264 0 
atttctcaag ggccatgtgg ttttgcagac 2700 
gagacccatg tcagcaaacg gtgaccagca 2760 
ttgggagact ccagggagaa ggcattgctt 2820 
tccatccact atcctggcaa ctcaaggctg 2880 
ttctgccctc cagagatttg ctcaaatgat 2940 
gaaaaaaaaa ccg 2983 



<400> 631 

aattctaaaa atgcttttgc aagcttgcat 
ggatatctgc agaattcggc ttgcgctcag 
ggcattgcag gagagaatct gaagggatga 
acattgactt cttgaatcag gacaacgccg 
gcagtcctgt gttccggcga ggacaggtgt 
tacaatccta ccaccaactg aaactggaat 
aacacaccct ggtggtgctc gacccgagga 
cccttcaaaa tgagtctggc aaagaggtca 
tcctgggcaa gtaccaacta aacgtgaaaa 
acatcctata ccttctcttc aacccatggt 
aggacgagcg caaagagtac atcctcaatg 
gaagtatcaa atgcaaaccc tggaactttg 
gcatttccct gctgactgag agctccctca 
tgtgcagggc catgtgtgct atgatgagct 
attggactgg ggactacgaa ggtggcacag 
tcctgcagca gtactacaac acgaagcagg 
ctgggatcct gactacagtg ctgagagcgt 
tcgattcagc tcacgacaca gaaaggaacc 
gcgagaaaat caccagtatg acccacgact 
cctggatgaa gcgaccctac gacggctggc 
gccagggtgt cttctgctgt gggccatcac 
ttattgtcta tgacaccaga ttcgtcttct 
tggtgaagat ggtgaatggg caggaggagt 
tcgggaaaaa catcagcacc aaggcagtgg 
agtacaagta tccagaaggc tcctctgagg 
ttctcagttc tgagagggag cacagacagc 
tacaatcaga tgatgtgctg ctgggaaact 
agaccgctgc cctacagaat gtcaacatct 
gcaagaagat ggcaaaactg tgtgacctca 
cagaagtgac tctgaccttg gactccaaga 
atgagccagt tatcagaggt ttcatcattg 
cctctgaagt attcacgtca aaccagtacc 
gcagaattgg ccagctactt gtctgcaatt 
tgactgacgt caagttctct ttggaaagcc 
atgggacggt gcagcctggt gagaccatcc 
ctggacccaa gaaatttatc gtcaagttaa 
agaagattgt tctcatcacc aagtagcctt 
tcagcatttc ctaccttgtg cttagctttc 
tatgagggca gattcaagag ccagcaggtc 
acccacaagg ccaggtcctg tgctatcaca 
gccgaggcca cagaatccca tccctttcct 
ttgtctcaat tcaaatccat agatttcgaa 
tatgggcagc ccagtgctgc cacctgctga 
ccatgggttc accagccctg aaggcacctg 



gcctgcaggt gcagcggccg ccagtgtgat 60 
ctggaattcc gcagagatag agtcttccct 120 
tggatgcatc aaaagagctg caagttctcc 180 
tttctcacca cacatgggag ttccaaacga 240 
ttcacctgcg gctggtgctg aaccagcccc 300 
tcagcacagg gccgaatcct agcatcgcca 360 
cgccctcaga ccactacaac tggcaggcaa 420 
cagtggctgt caocagttcc cccaatgcca 480 
ctggaaacca catccttaag tctgaagaaa 540 
gtaaagagga catggttttc atgcctgatg 600 
acacgggctg ccattacgtg ggggctgcca 660 
gtcagtttga gaaaaatgtc ctggactgct 720 
agcccacaga taggagggac cccgtgctgg 780 
ttgagaaagg ccagggcgtg ctcattggga 840 
ccccatacaa gtggacaggc agtgccccga 900 
ctgtgtgctt tggccagtgc tgggtgtttg 960 
tgggcatccc agcacgcagt gtgacaggct 1020 
tcacggtgga cacctatgtg aatgagaatg 1080 
ctgtctggaa tttccatgtg tggacggatg 1140 
aggctgtgga cgcaacgccg caggagcgaa 1200 
cactgaccgc catccgcaaa ggtgacatct 1260 
cagaagtgaa tggtgacagg ctcatctggt 1320 
tacacgtaat ttcaatggag accacaagca 1380 
gccaagacag gcggagagat atcacctatg 1440 
agaggcaggt catggatcat gccttcctcc 1500 
ctgtaaaaga gaactttctt cacatgtcgg 1560 
ctgttaattt caccgtgatt cttaaaagga 1620 
tgggctcctt tgaactacag ttgtacactg 1680 
ataagacctc gcagatccaa ggtcaagtat 1740 
cctacatcaa cagcctggct atattagatg 1800 
cggaaattgt ggagtctaag gaaatcatgg 1860 
ctgagttctc tatagagttg cctaacacag 1920 
gtatcttcaa gaataccctg gccatccctt 1980 
tgggcatctc ctcactacag acctctgacc 2040 
aatcccaaat aaaatgcacc ccaataaaaa 2100 
gttccaaaca agtgaaagag attaatgctc 2160 
gtctgatgct gtggagcctt agttgagatt 2220 
agattatgga tgattaaatt tgatgactta 2280 
aaaaaggcca acacaaccat aagcagccag 2340 
gggtcacctc ttttacagtt agaaacacca 2400 
gagtcatggc ctcaaaaatc agggccacca 2460 
gccacagagc tcttccctgg agcagcagac 2520 
'cgacccttga gaagctgcca tatcttcagg 2580 
tcaactggag tgctctctca gcactgggat 2640 
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gggcctgata gaagtgcatt ctcctcctat tgcctccatt ctcctctctc tatccctgaa 2700 

atccaggaag tccctctcct ggtgctccaa gcagtttgaa gcccaatctg caaggacatt 2760 

tctcaagggc catgtggttt tgcagacaac cctgtcctca ggcctgaact caccatagag 2820 

acccatgtca gcaaacggtg accagcaaat cctcttccct tattctaaag ctgccccttg 2880 

ggagactcca gggagaaggc attgcttcct ccctggtgtg aactctttct ttggtattcc 2940 

atccactatc ctggcaactc aaggctgctt ctgttaactg aagcctgctc cttcttgttc 3000 

tgccctccag agatttgctc aaatgatcaa taagctttaa attaaaccgg aatccgcgga 3060 

attc " 3064 

<210> 632 
<211> 684 
<212> PRT 
<213> Homo sapiens 

<400> 632 

Met Met Asp Ala Ser Lys Glu Leu Gin Val Leu His lie Asp Phe Leu 
5 10 15 

Asn Gin Asp Asn Ala Val Ser His His Thr Trp Glu Phe Gin Thr Ser 
20 25 30 

Ser Pro Val Phe Arg Arg Gly Gin Val Phe His Leu Arg Leu Val Leu 
f 35 40 45 

Asn Gin Pro Leu Gin Ser Tyr His Gin Leu Lys Leu Glu Phe Ser Thr 
50 55 60 

Gly Pro Asn Pro Ser He Ala Lys His Thr Leu Val Val Leu Asp Pro 
65 70 75 80 

Arg Thr Pro Ser Asp His Tyr Asn Trp Gin Ala Thr Leu Gin Asn Glu 
85 90 95 

Ser Gly Lys Glu Val Thr Val Ala Val Thr Ser Ser Pro Asn Ala He 
100 105 110 

Leu Gly Lys Tyr Gin Leu Asn Val Lys Thr Gly Asn His He Leu Lys 
115 120 125 

Ser Glu Glu Asn He Leu Tyr Leu Leu Phe Asn Pro Trp Cys Lys Glu 
130 135 140 

Asp Met Val Phe Met Pro Asp Glu Asp Glu Arg Lys Glu Tyr He Leu 
145 150 155 160 

Asn Asp Thr Gly Cys His Tyr Val Gly Ala Ala Arg Ser He Lys Cys 
165 170 175 

Lys Pro Trp Asn Phe Gly Gin Phe Glu Lys Asn Val Leu Asp Cys Cys 
180 185 190 

He Ser Leu Leu Thr Glu Ser Ser Leu Lys Pro Thr Asp Arg Arg Asp 
195 200 205 

Pro Val Leu Val Cys Arg Ala Met Cys Ala Met Met Ser Phe Glu Lys 
210 215 220 

Gly Gin Gly Val Leu He Gly Asn Trp Thr Gly Asp Tyr Glu Gly Gly 
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225 



230 



235 



240 



Thr Ala Pro Tyr Lys Trp Thr Gly Ser Ala Pro He Leu Gin Gin Tyr 
245 250 255 

Tyr Asn Thr Lys Gin Ala Val Cys Phe Gly Gin Cys Trp Val Phe Ala 
260 265 270 

Gly He Leu Thr Thr Val Leu Arg Ala Leu Gly He Pro Ala Arg Ser 
275 280 285 

Val Thr Gly Phe Asp Ser Ala His Asp Thr Glu Arg Asn Leu Thr Val 
290 295 300 

Asp Thr Tyr Val Asn Glu Asn Gly Lys Lys He Thr Ser Met Thr His 
305 310 315 320 

Asp Ser Val Trp Asn Phe His Val Trp Thr Asp Ala Trp Met Lys Arg 
325 330 335 

Pro Asp Leu Pro Lys Gly Tyr Asp Gly Trp Gin Ala Val Asp Ala Thr 
340 345 350 

Pro Gin Glu Arg Ser Gin Gly Val Phe Cys Cys Gly Pro Ser Pro Leu 
355 360 365 

Thr Ala He Arg Lys Gly Asp He Phe He Val Tyr Asp Thr Arg Phe 
370 375 380 

Val Phe Ser Glu Val Asn Gly Asp Arg Leu He Trp Leu Val Lys Met 
385 390 . 395 400 

Val Asn Gly Gin Glu Glu Leu His Val He Ser Met Glu Thr Thr Ser 
405 410 415 

He Gly Lys Asn He Ser Thr Lys Ala Val Gly Gin Asp Arg Arg Arg 
420 425 430 

Asp He Thr Tyr Glu Tyr Lys Tyr Pro Glu Gly Ser Ser Glu Glu Arg 
435 440 445 

Gin Val Met Asp His Ala Phe Leu Leu Leu Ser Ser Glu Arg Glu His 
450 455 460 

Arg Arg Pro Val Lys Glu Asn Phe Leu His Met Ser Val Gin Ser Asp 
465 470 475 480 

Asp Val Leu Leu Gly Asn Ser Val Asn Phe Thr Val He Leu Lys Arg 
485 490 495 

Lys Thr Ala Ala Leu Gin Asn Val Asn He Leu Gly Ser Phe Glu Leu 
500 505 510 

Gin Leu Tyr Thr Gly Lys Lys Met Ala Lys Leu Cys Asp Leu Asn Lys 
515 520 525 

Thr Ser Gin He Gin Gly Gin Val Ser Glu Val Thr Leu Thr Leu Asp 
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Ser Lys Thr Tyr He Asn Ser Leu Ala He Leu Asp Asp Glu Pro Val 
545 550 555 560 

He Arg Gly Phe He He Ala Glu He Val Glu Ser Lys Glu He Met 
565 570 575 

Ala Ser Glu Val Phe Thr Ser Phe Gin Tyr Pro Glu Phe Ser He Glu 
580 585 590 

Leu Pro Asn Thr Gly Arg He Gly Gin Leu Leu Val Cys Asn Cys He 
595 600 605 

Phe Lys Asn Thr Leu Ala He Pro Leu Thr Asp Val Lys Phe Ser Leu 
610 615 620 

Glu Ser Leu Gly He Ser Ser Leu Gin Thr Ser Asp His Gly Thr Val 
625 630 635 ' 640 

Gin Pro Gly Glu Thr He Gin Ser Gin He Lys Cys Thr Pro He Lys 
645 650 * 655 

Thr Gly Pro Lys Lys Phe lie Val Lys Leu Ser Ser Lys Gin Val Lys 
660 665 670 

Glu He Asn Ala Gin Lys He Val Leu He Thr Lys 
675 680 



<210> 633 
<211> 679 
<212> PRT 

<213> Homo sapiens 
<400> 633 

Met Met Asp Ala Ser Lys Glu Leu Gin Val Leu His He Asp Phe Leu 
5 10 15 

Asn Gin Asp Asn Ala Val Ser His His Thr Trp Glu Phe Gin Thr Ser 
20 25 30 

Ser Pro Val Phe Arg Arg Gly Gin Val Phe His Leu Arg Leu Val Leu 
35 40 45 

Asn Gin Pro Leu Gin Ser Tyr His Gin Leu Lys Leu Glu Phe Ser Thr 
50 55 60 

Gly Pro Asn Pro Ser He Ala Lys His Thr Leu Val Val Leu Asp Pro 
65 70 75 80 

Arg Thr Pro Ser Asp His Tyr Asn Trp Gin Ala Thr Leu Gin Asn Glu 
85 90 95 

Ser Gly Lys Glu Val Thr Val Ala Val Thr Ser Ser Pro Asn Ala He 
100 105 no 

Leu Gly Lys Tyr Gin Leu Asn Val Lys Thr Gly Asn His He Leu Lys 
115 120 125 
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Ser Glu Glu Asn lie Leu Tyr Leu Leu Phe Asn Pro Trp Cys Lys Glu 
130 135 140 

Asp Met Val Phe Met Pro Asp Glu Asp Glu Arg Lys Glu Tyr He Leu 
145 150 155 " 160 

Asn Asp Thr Gly Cys His Tyr Val Gly Ala Ala Arg Ser He Lys Cys 
165 170 175 

Lys Pro Trp Asn Phe Gly Gin Phe Glu Lys Asn Val Leu Asp Cys Cys 
180 185 190 

He Ser Leu Leu Thr Glu Ser Ser Leu Lys Pro Thr Asp Arg Arg Asp 
195 . 200 205 

Pro Val Leu Val Cys Arg Ala Met Cys Ala Met Met Ser Phe Glu Lys 
210 215 220 

Gly Gin Gly Val Leu He Gly Asn Trp Thr Gly Asp Tyr Glu Gly Gly 
225 230 235 240 

Thr Ala Pro Tyr Lys Trp Thr Gly Ser Ala Pro He Leu Gin Gin Tyr 
245 250 255 

Tyr Asn Thr Lys Gin Ala Val Cys Phe Gly Gin Cys Trp Val Phe Ala 
260 265 270 

Gly He Leu Thr Thr Val Leu Arg Ala Leu Gly He Pro Ala Arg Ser 
275 280 .285 

Val Thr Gly Phe Asp Ser Ala His Asp Thr Glu Arg Asn Leu Thr Val 
290 295 300 

Asp Thr Tyr Val Asn Glu Asn Gly Glu Lys He Thr Ser Met Thr His 
305 310 315 320 

Asp Ser Val Trp Asn Phe His Val Trp Thr Asp Ala Tip Met Lys Arg 



Gin Gly Val Phe Cys Cys Gly Pro Ser Pro Leu Thr Ala He Arg Lys 
355 360 365 

Gly Asp He Phe He Val Tyr Asp Thr Arg Phe Val Phe Ser Glu Val 
370 375 380 

Asn Gly Asp Arg Leu He Trp Leu Val Lys Met Val Asn Gly Gin Glu 
385 390 395 400 

Glu Leu His Val He Ser Met Glu Thr Thr Ser He Gly Lys Asn He 
405 410 415 

Ser Thr Lys Ala Val Gly Gin Asp Arg Arg Arg Asp He Thr Tyr Glu 
420 425 430 

Tyr Lys Tyr Pro Glu Gly Ser Ser Glu Glu Arg Gin Val Met Asp His 



325 



330 



335 



Pro Tyr Asp 



Gly Trp Gin Ala Val Asp Ala Thr Pro Gin Glu Arg Ser 
340 345 350 



m 

WO 01/051633 



m 

PCT/US01/01574 



247 



435 440 445 

Ala Phe Leu Leu Leu Ser Ser Glu Arg Glu His Arg Gin Pro Val Lys 
450 455 460 

Glu Asn Phe Leu His Met Ser Val Gin Ser Asp Asp Val Leu Leu Gly 
465 470 475 480 

Asn Ser Val Aan Phe Thr Val He Leu Lys Arg Lys Thr Ala Ala Leu 
485 490 495 

Gin Asn Val Asn He Leu Gly Ser Phe Glu Leu Gin Leu Tyr Thr Gly 
500 505 510 

Lys Lys Met Ala Lys Leu Cys Asp Leu Asn Lys Thr Ser Gin He Gin 
515 520 525 

Gly Gin Val Ser Glu Val Thr Leu Thr Leu Asp Ser Lys Thr Tyr He 
530 535 540 

Asn Ser Leu Ala He Leu Asp Asp Glu Pro Val He Arg Gly Phe He 
545 550 555 ~ 560 

He Ala Glu He Val Glu Ser Lys Glu He Met Ala Ser Glu Val Phe 
565 ■ 570 575 

Thr Ser Asn Gin Tyr Pro Glu Phe Ser He Glu Leu Pro Asn Thr Gly 
580 585 590 

Arg He Gly Gin Leu Leu Val Cys Asn Cys He Phe Lys Asn Thr Leu 
595 600 605 

Ala He Pro Leu Thr Asp Val Lys Phe Ser Leu Glu Ser Leu Gly He 
610 615 620 

Ser Ser Leu Gin Thr Ser Asp His Gly Thr Val Gin Pro Gly Glu Thr 
625 630 635 640 

He Gin Ser Gin He Lys Cys Thr Pro He Lys Thr Gly Pro Lys Lys 
645 650 655 

Phe He Val Lys Leu Ser Ser Lys Gin Val Lys Glu He Asn Ala Gin 
660 665 670 

Lys He Val Leu He Thr Lys 
675 



<210> 634 
<211> 5668 
<212> DNA 
<213> Homo sapiens 

<400> 634 

gtcacttagg aaaaggtgtc ctttcgggca gccgggctca gcatgaggaa cagaaggaat 60 

gacactctgg acagcacccg gaccctgtac tccagcgcgt ctcggagcac agacttgtct 120 

tacagtgaaa gcgacttggt gaattttatt caagcaaatt ttaagaaacg agaatgtgtc 180 
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ttctttacca aagattccaa ggccacggag aatgtgtgca agtgtggcta tgcccagagc 240 
cagcacatgg aaggcaccca gatcaaccaa agtgagaaat ggaactacaa gaaacacacc 300 
aaggaatttc ctaccgacgc ctttggggat attcagtttg agacactggg gaagaaaggg 360 
aagtatatac gtctgtcctg cgacacggac gcggaaatcc tttacgagct gctgacccag 420 
cactggcacc tgaaaacacc caacctggtc atttctgtga ccgggggcgc caagaacttc 480 
gccctgaagc cgcgcatgcg caagatcttc agccggctca tctacatcgc gcagtccaaa 540 
ggtgcttgga ttctcacggg aggcacccat tatggcctga cgaagtacat cggggaggtg 600 
gtgagagata acaccatcag caggagttca gaggagaata ttgtggccat tggcatagca 660 
gcttggggca tggtctccaa ccgggacacc ctcatcagga attgcgatgc tgagggctat 720 
tttttagccc agtaccttat ggatgacttc acaagggatc cactgtatat cctggacaac 780 
aaccacacac atttgctgct cgtggacaat ggctgtcatg gacatcccac tgtcgaagca 840 
aagctccgga atcagctaga gaagcatatc tctgagcgca ctattcaaga ttccaactat 900 
ggtggcaaga tccccattgt gtgttttgcc caaggaggtg gaaaagagac tttgaaagcc 960 
atcaatacct ccatcaaaaa taaaattcct tgtgtggtgg tggaaggctc gggccggatc 1020 
gctgatgtga tcgctagcct ggtggaggtg gaggatgccc cgacatcttc tgccgtcaag 1080 
gagaagctgg tgcgcttttt accccgcacg gtgtcccggc tgtctgagga ggagactgag 1140 
agttggatca aatggctcaa agaaattctc gaatgttctc acctattaac agttattaaa 1200 
atggaagaag ctggggatga aattgtgagc aatgccatct cctacgctct atacaaagcc 1260 
ttcagcacca gtgagcaaga caaggataac tggaatgggc agctgaagct tctgctggag 1320 
tggaaccagc tggacttagc caatgatgag attttcacca atgaccgccg atgggagtct 1380 
gctgaccttc aagaagtcat gtttacggct ctcataaagg acagacccaa gtttgtccgc 14 40 
ctctttctgg agaatggctt gaacctacgg aagtttctca cccatgatgt cctcactgaa 1500 
ctcttctcca accacttcag cacgcttgtg taccggaatc tgcagatcgc caagaattcc 1560 
tataatgatg ccctcctcac gtttgtctgg aaactggttg cgaacttccg aagaggcttc 1620 
cggaaggaag acagaaatgg ccgggacgag atggacatag aactccacga cgtgtctcct 1680 
attactcggc accccctgca agctctcttc atctgggcca ttcttcagaa taagaaggaa 1740 
ctctccaaag tcatttggga gcagaccagg ggctgcactc tggcagccct gggagccagc 1800 
aagcttctga agactctggc caaagtgaag aacgacatca atgctgctgg ggagtccgag 1860 
gagctggcta atgagtacga gacccgggct gttgagctgt tcactgagtg ttacagcagc 1920 
gatgaagact tggcagaaca gctgctggtc tattcctgtg aagcttgggg tggaagcaac 1980 
tgtctggagc tggcggtgga ggccacagac cagcatttca ccgcccagcc tggggtccag 2040 
aattttcttt ctaagcaatg gtatggagag atttcccgag acaccaagaa ctggaagatt 2100 
atcctgtgtc tgtttattat acccttggtg ggctgtggct ttgtatcatt taggaagaaa 2160 
cctgtcgaca agcacaagaa gctgctttgg tactatgtgg cgttcttcac ctcccccttc 2220 
gtggtcttct cctggaatgt ggtcttctac atcgccttcc tcctgctgtt tgcctacgtg 2280 
ctgctcatgg atttccattc ggtgccacac ccccccgagc tggtcctgta ctcgctggtc 2340 
tttgtcctct tctgtgatga agtgagacag tggtacgtaa atggggtgaa ttattttact 2400 
gacctgtgga atgtgatgga cacgctgggg cttttttact tcatagcagg aattgtattt 2460 
cggctccact cttctaataa aagctctttg tattctggac gagtcatttt ctgtctggac 2520 
tacattattt tcactctaag attgatccac atttttactg taagcagaaa cttaggaccc 2580 
aagattataa tgctgcagag gatgctgatc gatgtgttct tcttcctgtt cctctttgcg 2640 
gtgtggatgg tggcctttgg cgtggccagg caagggatcc ttaggcagaa tgagcagcgc 2700 
tggaggtgga tattccgttc ggtcatctac gagccctacc tggccatgtt cggccaggtg 2760 
cccagtgacg tggatggtac cacgtatgac tttgcccact gcaccttcac tgggaatgag 2820 
tccaagccac tgtgtgtgga gctggatgag cacaacctgc cccggttccc cgagtggatc 2880 
accatccccc tggtgtgcat ctacatgtta tccaccaaca tcctgctggt caacctgctg 2940 
gtcgccatgt ttggctacac ggtgggcacc gtccaggaga acaatgacca ggtctggaag 3000 
ttccagaggt acttcctggt gcaggagtac tgcagccgcc tcaatatccc cttccccttc 3060 
atcgtcttcg cttacttcta catggtggtg aagaagtgct tcaagtgttg ctgcaaggag 3120 
aaaaacatgg agtcttctgt ctgctgtttc aaaaatgaag acaatgagac tctggcatgg 3180 
gagggtgtca tgaaggaaaa ctaccttgtc aagatcaaca caaaagccaa cgacacctca 3240 
gaggaaatga ggcatcgatt tagacaactg gatacaaagc ttaatgatct caagggtctt 3300 
ctgaaagaga ttgctaataa aatcaaataa aactgtatga aactctaatg gagaaaaatc 3360 
taattatagc aagatcatat taaggaatgc tgatgaacaa ttttgctatc gactactaaa 3420 
tgagagattt tcagacccct gggtacatgg tggatgattt taaatcaccc tagtgtgctg 3480 
agaccttgag aataaagtgt gtgattggtt tcatacttga agacggatat aaaggaagaa 3540 
tatttccttt atgtgtttct ccagaatggt gcctgtttct ctctgtgtct caatgcctgg 3600 
gactggaggt tgatagttta agtgtgttct taccgcctcc tttttccttt aatcttattt 3660 
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ttgatgaaca catatatagg agaacatcta tcctatgaat aagaacctgg tcatgcttta 3720 
ctcctgtatt gttattttgt tcatttccaa ttgattctct acttttccct tttttgtatt 3780 
atgtgactaa ttagttggca tattgttaaa agtctctcaa attaggccag attctaaaac 3840 
atgctgcagc aagaggaccc cgctctcttc aggaaaagtg ttttcatttc tcaggatgct 3900 
tcttacctgt cagaggaggt gacaaggcag tctcttgctc tcttggactc accaggctcc 3960 
tattgaagga accaccccca ttcctaaata tgtgaaaagt cgcccaaaat gcaaccttga 4020 
aaggcactac tgactttgtt cttattggat actcctctta tttattattt ttccattaaa 4080 
aataatagct ggctattata gaaaatttag accatacaga gatgtagaaa gaacataaat 4140 
tgtccccatt accttaaggt aatcactgct aacaatttct ggatggtttt tcaagtctat 4200 
tttttttcta tgtatgtctc aattctcttt caaaatttta cagaatgtta tcatactaca 4260 
tatatacttt ttatgtaagc tttttcactt agtattttat caaatatgtt tttattatat 4320 
tcatagcctt cttaaacatt atatcaataa ttgcataata ggcaacctct agcgattacc 4380 
ataattttgc tcattgaagg ctatctccag ttgatcattg ggatgagcat ctttgtgcat 4440 
gaatcctatt gctgtatttg ggaaaatttt ccaaggttag attccaataa atatctattt 4500 
attattaaat attaaaatat cgatttatta ttaaaaccat ttataaggct ttttcataaa 4560 
tgtatagcaa ataggaatta ttaacttgag cataagatat gagatacatg aacctgaact 4 620 
attaaaataa aatattatat ttaaccctag tttaagaaga agtcaatatg cttatttaaa 4680 
tattatggat ggtgggcaga tcacttgagg tcaggagttc gagaccagcc tggccaacat 4740 
ggcaaaacca catctctact aaaaataaaa aaattagctg ggtgtggtgg tgcactcctg 4800 
taatcccagc tactcagaag gctgaggtac aagaattgct ggaacctggg aggcggaggt 4860 
tgcagtgaac caagattgca ccactgcact ccagccgggg tgacagagtg agactccgac 4920 
tgaaaataaa taaataaata aataaataaa taaataaata aatattatgg atggtgaagg 4 980 
gaatggtata gaattggaga gattatctta ctgaacacct gtagtcccag ctttctctgg 5040 
aagtggtggt atttgagcag gatgtgcaca aggcaattga aatgcccata attagtttct 5100 
cagctttgaa tacactataa actcagtggc tgaaggagga aattttagaa ggaagctact 5160 
aaaagatcta atttgaaaaa ctacaaaagc attaactaaa aaagtttatt ttccttttgt 5220 
ctgggcagta gtgaaaataa ctactcacaa cattcactat gtttgcaagg aattaacaca 5280 
aataaaagat gcctttttac ttaaacgcca agacagaaaa cttgcccaat actgagaagc 5340 
aacttgcatt agagagggaa ctgttaaatg ttttcaaccc agttcatctg gtggatgttt 5400 
ttgcaggtta ctctgagaat tttgcttatg aaaaatcatt atttttagtg tagttcacaa 54 60 
taatgtattg aacatacttc taatcaaagg tgctatgtcc ttgtgtatgg tactaaatgt 5520 
gtcctgtgta cttttgcaca actgagaatc ctgcggcttg gtttaatgag tgtgttcatg 5580 
aaataaataa tggaggaatt gtcaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 5640 
aaaaaaaaaa aaaaaaaaaa aaaaaaaa 5668 

<210> 635 
<211> 1095 
<212> PRT 

<213> Homo sapiens 
<400> 635 

Met Arg Asn Arg Arg Asn Asp Thr Leu Asp Ser Thr Arg Thr Leu Tyr 
5 10 15 

Ser Ser Ala Ser Arg Ser Thr Asp Leu Ser Tyr Ser Glu Ser Asp Leu 
20 25 30 

Val Asn Phe He Gin Ala Asn Phe Lys Lys Arg Glu Cys Val Phe Phe 
35 40 45 

Thr Lys Asp Ser Lys Ala Thr Glu Asn Val Cys Lys Cys Gly Tyr Ala 
50 55 60 

Gin Ser Gin His Met Glu Gly Thr Gin He Asn Gin Ser Glu Lys Trp 
65 70 75 80 

Asn Tyr Lys Lys His Thr Lys Glu Phe Pro Thr Asp Ala Phe Gly Asp 
85 90 95 
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He Gin Phe Glu Thr Leu Gly Lys Lys Gly Lys Tyr He Arg Leu Ser 
100 105 110 

Cys Asp Thr Asp Ala Glu He Leu Tyr Glu Leu Leu Thr Gin His Trp 
115 120 125 

His Leu Lys Thr Pro Asn Leu Val He Ser Val Thr Gly Gly Ala Lys 
130 135 140 

Asn Phe Ala Leu Lys Pro Arg Met Arg Lys lie Phe Ser Arg Leu He 
145 150 155 " 160 

Tyr He Ala Gin Ser Lys Gly Ala Trp He Leu Thr Gly Gly Thr His 
165 170 175 

Tyr Gly Leu Thr Lys Tyr He Gly Glu Val Val Arg Asp Asn Thr He 
180 185 190 

Ser Arg Ser Ser Glu Glu Asn He Val Ala He Gly He Ala Ala Trp 
195 200 205 

Gly Met Val Ser Asn Arg Asp Thr Leu He Arg Asn Cys Asp Ala Glu 
210 215 220 

Gly Tyr Phe Leu Ala Gin Tyr Leu Met Asp Asp Phe Thr Arg Asp Pro 
225 230 235 240 

Leu Tyr He Leu Asp Asn Asn His Thr His Leu Leu Leu Val Asp Asn 
245 . 250 255 

Gly Cys His Gly His Pro Thr Val Glu Ala Lys Leu Arg Asn Gin Leu 
260 265 270 

Glu Lys His He Ser Glu Arg Thr He Gin Asp Ser Asn Tyr Gly Gly 
275 280 285 

Lys He Pro He Val Cys Phe Ala Gin Gly Gly Gly Lys Glu Thr Leu 
290 295 300 

Lys Ala He Asn Thr Ser He Lys Asn Lys He Pro Cys Val Val Val 
305 310 315 320 

Glu Gly Ser Gly Arg He Ala Asp Val He Ala Ser Leu Val Glu Val 
325 330 335 

Glu Asp Ala Pro Thr Ser Ser Ala Val Lys Glu Lys Leu Val Arg Phe 
340 345 350 

Leu Pro Arg Thr Val Ser Arg Leu Ser Glu Glu Glu Thr Glu Ser Trp 
355 360 365 

He Lys Trp Leu Lys Glu He Leu Glu Cys Ser His Leu Leu Thr Val 
370 375 380 

He Lys Met Glu Glu Ala Gly Asp Glu He Val Ser Asn Ala He Ser 
385 390 395 400 
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Tyr Ala Leu Tyr Lys Ala Phe Ser Thr Ser Glu Gin Asp Lys Asp Asn 
405 410 415 



Trp Asn Gly Gin Leu Lys Leu Leu Leu Glu Trp Asn Gin Leu Asp Leu 
420 425 430 



Ala Asn Asp Glu lie Phe Thr Asn Asp Arg Arg Trp Glu Ser Ala Asp 
435 440 445 



Leu Gin Glu Val Met Phe Thr Ala Leu He Lys • Asp Arg Pro Lys Phe 
450 455 460 



Val Arg Leu Phe Leu Glu Asn Gly Leu Asn Leu Arg Lys Phe Leu Thr 
465 470 475 480 



His Asp Val Leu Thr Glu Leu Phe Ser Asn His Phe Ser Thr Leu Val 
485 490 495 



Tyr Arg Asn Leu Gin lie Ala Lys Asn Ser Tyr Asn Asp Ala Leu Leu 
500 505 510 



Thr Phe Val Trp Lys Leu Val Ala Asn Phe Arg Arg Gly Phe Arg Lys 
515 520 525 



Glu Asp Arg Asn Gly Arg Asp Glu Met Asp He Glu Leu His Asp Val 
530 535 540 



Ser Pro He Thr Arg His Pro Leu Gin Ala Leu Phe He Trp Ala He 
545 550 . 555 560 



Leu Gin Asn Lys Lys Glu Leu Ser Lys Val He Trp Glu Gin Thr Arg 
565 570 575 



Gly Cys Thr Leu Ala Ala Leu Gly Ala Ser Lys Leu Leu Lys Thr Leu 
580 585 ' 590 

Ala Lys Val Lys Asn Asp He Asn Ala Ala Gly Glu Ser Glu Glu Leu 
595 600 605 

Ala Asn Glu Tyr Glu Thr Arg Ala Val Glu Leu Phe Thr Glu Cys Tyr 
610 615 620 

Ser Ser Asp Glu Asp Leu Ala Glu Gin Leu Leu Val Tyr Ser Cys Glu 
625 630 635 640 

Ala Trp Gly Gly Ser Asn Cys Leu Glu Leu Ala Val Glu Ala Thr Asp 
645 650 655 

Gin His Phe Thr Ala Gin Pro Gly Val Gin Asn Phe Leu Ser Lys Gin 
660 665 670 

Trp Tyr Gly Glu He Ser Arg Asp Thr Lys Asn Trp Lys He He Leu 
675 680 685 

Cys Leu Phe He He Pro Leu Val Gly Cys Gly Phe Val Ser Phe Arg 
690 695 700 

Lys Lys Pro Val Asp Lys His Lys Lys Leu Leu Trp Tyr Tyr Val Ala 
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705 



710 



715 



720 



Phe Phe Thr Ser Pro Phe Val Val Phe Ser Trp Asn Val Val Phe Tyr 
725 730 735 

lie Ala Phe Leu Leu Leu Phe Ala Tyr Val Leu Leu Met Asp Phe His 
740 745 750 

Ser Val Pro His Pro Pro Glu Leu Val Leu Tyr Ser Leu Val Phe Val 
755 760 765 

Leu Phe Cys Asp Glu Val Arg Gin Trp Tyr Val Asn Gly Val Asn Tyr 
770 775 780 

Phe Thr Asp Leu Trp Asn Val Met Asp Thr Leu Gly Leu Phe Tyr Phe 
785 790 795 800 

lie Ala Gly He Val Phe Arg Leu His Ser Ser Asn Lys Ser Ser Leu 
805 810 ' 815 

Tyr Ser Gly Arg Val He Phe Cys Leu Asp Tyr He He Phe Thr Leu 
820 825 830 

Arg Leu He His He Phe Thr Val Ser Arg Asn Leu Gly Pro Lys He 
835 840 845 

He Met Leu Gin Arg Met Leu He Asp Val Phe Phe Phe Leu Phe Leu 
850 855 860 

Phe Ala Val Trp Met Val Ala Phe Gly Val Ala Arg Gin Gly lie Leu 
865 870 875 880 

Arg Gin Asn Glu Gin Arg Trp Arg Trp He Phe Arg Ser Val He Tyr 
885 890 895 

Glu Pro Tyr Leu Ala Met Phe Gly Gin Val Pro Ser Asp Val Asp Gly 
900 905 910 

Thr Thr Tyr Asp Phe Ala His Cys Thr Phe Thr Gly Asn Glu Ser Lys 
915 920 • 925 

Pro Leu Cys Val Glu Leu Asp Glu His Asn Leu Pro Arg Phe Pro Glu 
930 935 940 

Trp He Thr He Pro Leu Val Cys He Tyr Met Leu Ser Thr Asn He 
945 950 955 960 

Leu Leu Val Asn Leu Leu Val Ala Met Phe Gly Tyr Thr Val Gly Thr 
965 970 975 

Val Gin Glu Asn Asn Asp Gin Val Trp Lys Phe Gin Arg Tyr Phe Leu 
980 985 990 

Val Gin Glu Tyr Cys Ser Arg Leu Asn He Pro Phe Pro Phe lie Val 
995 1000 1005 

Phe Ala Tyr Phe Tyr Met Val Val Lys Lys Cys Phe Lys Cys Cys Cys 
1010 1015 1020 



# 
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Lys Glu Lys Asn Met Glu Ser Ser Val Cys Cys Phe Lys Asn Glu Asp 
1025 1030 1035 " 1040 

Asn Glu Thr Leu Ala Trp Glu Gly Val Met Lys Glu Asn Tyr Leu Val 
1045 1050 1055 

Lys lie Asn Thr Lys Ala Asn Asp Thr Ser Glu Glu Met Arg His Arg 
1060 1065 1070 

Phe Arg Gin Leu Asp Thr Lys Leu Asn Asp Leu Lys Gly Leu Leu Lys 
1075 1080 1085 

Glu lie Ala Asn Lys lie Lys 
1090 1095 



<210> 636 
<211> 3639 
<212> DNA 
<213> Homo sapiens 

<400> 636 

gattacgcaa gctatttagg tgacactata 
gagctcggat ccctagtaac ggccgccagt 
agcatgagga acagaaggaa tgacactctg 
tctcggagca cagacttgtc ttacagtgaa 
tttaagaaac gagaatgtgt cttctttacc 
aagtgtggct atgcccagag ccagcacatg 
tggaactaca agaaacacac caaggaattt 
gagacactgg ggaagaaagg gaagtatata 
ctttacgagc tgctgaccca gcactggcac 
accgggggcg ccaagaactt cgccctgaag 
atctacatcg cgcagtccaa aggtgcttgg 
atgaagtaca tcggggaggt ggtgagagat 
attgtggcca ttggcatagc agcttggggc 
aattgcgatg ctgagggcta ttttttagcc 
ccactgtata tcctggacaa caaccacaca 
ggacatccca ctgtcgaagc aaagctccgg 
actattcaag attccaacta tggtggcaag 
ggaaaagaga ctttgaaagc catcaatacc 
gtggaaggct cgggccagat cgctgatgtg 
ctgacatctt ctgccgtcaa ggagaagctg 
ctgcctgagg aggagactga gagttggatc 
cacctattaa cagttattaa aatggaagaa 
tcctacgctc tatacaaagc cttcagcacc 
cagctgaagc ttctgctgga gtggaaccag 
aatgaccgcc gatgggagtc tgctgacctt 
gacagaccca agtttgtccg cctctttctg 
acccatgatg tcctcactga actcttctcc 
ctgcagatcg ccaagaattc ctataatgat 
gcgaacttcc gaagaggctt ccggaaggaa 
gaactccacg acgtgtctcc tattactcgg 
attcttcaga ataagaagga actctccaaa 
ctggcagccc tgggagccag caagcttctg 
aatgctgctg gggagtccga ggagctggct 
ttcactgagt gttacagcag cgatgaagac 



gaatwctcag cttgcatcaa gcttggtacc 60 
gtgctggaat tcgcccttgc agccgggctc 120 
gacagcaccc ggaccctgta ctccagcgcg 180 
agcgacttgg tgaattttat tcaagcaaat 24 0 
aaagattcca aggccacgga gaatgtgtgc 300 
gaaggcaccc agatcaacca aagtgagaaa 360 
cctaccgacg cctttgggga tattcagttt 420 
cgtctgtcct gcgacacgga cgcggaaatc 4 80 
ctgaaaacac ccaacctggt catttctgtg 540 
ccgcgcatgc gcaagatctt cagccggctc 600 
attctcacgg gaggcaccca ttatggcctg 660 
aacaccatca gcaggagttc agaggagaat 720 
atggtctcca accgggacac cctcatcagg 780 
cagtacctta tggatgactt cacaagagat 840 . 
catttgctgc tcgtggacaa tggctgtcat 900 
aatcagctag agaagtatat ctctgagcgc 960 
atccccattg tgtgttttgc ccaaggaggt 1020 
tccatcaaaa ataaaattcc ttgtgtggtg 1080 
atcgctagcc tggtggaggt ggaggatgcc 1140 
gtgcgctttt taccccgcac ggtgtcccgg 1200 
aaatggctca aagaaattct cgaatgttct 1260 
gctggggatg aaattgtgag caatgccatc 1320 
agtgagcaag acaaggataa ctggaatggg 1380 
ctggacttag ccaatgatga gattttcacc 1440 
caagaagtca tgtttacggc tctcataaag 1500 
gagaatggct tgaacctacg gaagtttctc 1560 
aaccacttca gcacgcttgt gtaccggaat 1620 
gccctcctca cgtttgtctg gaaactggtt 1680 
gacagaaatg gccgggacga gatggacata 1740 
caccccctgc aagctctctt catctgggcc 1800 
gtcatttggg agcagaccag gggctgcact 18 60 
aagactctgg ccaaagtgaa gaacgacatc 1920 
aatgagtacg agacccgggc tgttgagctg 1980 
ttggcagaac agctgctggt ctattcctgt 2040 
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gaagcttggg gtggaagcaa ctgtctggag ctggcggtgg aggccacaga ccagcatttc 2100 
atcgcccagc ctggggtcca gaattttctt tctaagcaat ggtatggaga gatttcccga 2160 
gacaccaaga actggaagat tatcctgtgt ctgtttatta tacccttggt gggctgtggc 2220 
tttgtatcat ttaggaagaa acctgtcgac aagcacaaga agctgctttg gtactatgtg 2280 
gcgttcttca cctccccctt cgtggtcttc tcctggaatg tggtcttcta catcgccttc 2340 
ctcctgctgt ttgcctacgt gctgctcatg gatttccatt cggtgccaca cccccccgag 2400 
ctggtcctgt actcgctggt ctttgtcctc ttctgtgatg aagtgagaca gtggtacgta 2460 
aatggggtga attattttac tgacctgtgg aatgt'gatgg acacgctggg gcttttttac 2520 
ttcatagcag gaattgtatt tcggctccac tcttctaata aaagctcttt gtattctgga 2580 
cgagtcattt tctgtctgga ctacattatt ttcactctaa gattgatcca catttttact 2 640 
gtaagcagaa acttaggacc caagattata atgctgcaga ggatgctgat cgatgtgttc 2700 
ttcttcctgt tcctctttgc ggwgtggatg gtggcctttg gcgtggccag gcaagggatc 27 60 
cttaggcaga atgagcagcg ctggaggtgg atattccgtt cggtcatcta cgagccctac 2820 
ctggccatgt tcggccaggt gcccagtgac gtggatggta ccacgtatga ctttgcccac 28 80 
tgcaccttca ctgggaatga gtccaagcca ctgtgtgtgg agctggatga gcacaacctg 2 940 
ccccggttcc ccgagtggat caccatcccc ctggtgtgca tctacatgtt atccaccaac 3000 
atcctgctgg tcaacctgct ggtcgccatg tttggctaca cggtgggcac cgtocaggag 3060 
aacaatgacc aggtctggaa gttccagagg tacttcctgg tgcaggagta ctgcagccgc 3120 
ctcaatatcc ccttcccctt catcgtcttc gcttacttct acatggtggt gaagaagtgc 3180 
ttcaagtgtt gctgcaagga gaaaaacatg gagtcttctg tctgctgttt caaaaatgaa 3240 
gacaatgaga ctctggcatg ggagggtgtc atgaaggaaa actaccttgt caagatcaac 3300 
acaaaagcca acgacacctc agaggaaatg aggcatcgat ttagacaact ggatacaaag 3360 
cttaatgatc tcaagggtct tctgaaagag attgctaata aaatcaaata aaactgtatg 3420 
aactctaatg gagaaaaatc taattatagc aagatcatat taaggaatgc tgatgaacaa 34 80 
ttttgctatc gactactaaa tgagagattt tcagacccct gggtacatgg tggatgattt 354 0 
taaatcaccc tagtgtgctg agaccttgag aataaagtgt gaagggcgaa ttctgcagat 3600 
atccatcaca ctggcggccg ctcgagcatg catctagag 3639 

<210> 637 

<211> 1095 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (1) . . . (1095) 

<223> Xaa = Any Amino Acid 

<400> 637 

Met Arg Asn Arg Arg Asn Asp Thr Leu Asp Ser Thr Arg Thr Leu Tyr 
5 10 15 

Ser Ser Ala Ser Arg Ser Thr Asp Leu Ser Tyr Ser Glu Ser Asp Leu 
20 25 30 

Val Asn Phe lie Gin Ala Asn Phe Lys Lys Arg Glu Cys Val Phe Phe 
35 40 45 

Thr Lys Asp Ser Lys Ala Thr Glu Asn Val Cys Lys Cys Gly Tyr Ala 
50 55 60 

Gin Ser Gin His Met Glu Gly Thr Gin He Asn Gin Ser Glu Lys Trp 
65 70 75 80 

Asn Tyr Lys Lys His Thr Lys Glu Phe Pro Thr Asp Ala Phe Gly Asp 
85 90 95 



He Gin Phe Glu Thr Leu Gly Lys Lys Gly Lys Tyr He Arg Leu Ser 
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255 



100 



105 



110 



Cys Asp Thr Asp Ala Glu lie Leu Tyr Glu Leu Leu Thr Gin His Trp 
115 120 125 

His Leu Lys Thr Pro Asn Leu Val lie Ser Val Thr Gly Gly Ala Lys 
130 135 140 

Asn Phe Ala Leu Lys Pro Arg Met Arg Lys lie Phe Ser Arg Leu lie 
145 150 155 160 

Tyr He Ala Gin Ser Lys Gly Ala Trp He Leu Thr Gly Gly Thr His 
165 170 175 

Tyr Gly Leu Met Lys Tyr He Gly Glu Val Val Arg Asp Asn Thr He 
180 185 190 

Ser Arg Ser Ser Glu Glu Asn He Val Ala He Gly He Ala Ala Trp 
195 200 205 

Gly Met Val Ser Asn Arg Asp Thr Leu He Arg Asn Cys Asp Ala Glu 
210 215 220 

Gly Tyr Phe Leu Ala Gin Tyr Leu Met Asp Asp Phe Thr Arg Asp Pro 
225 230 235 240 

Leu Tyr He Leu Asp Asn Asn His Thr His Leu Leu Leu Val Asp Asn 
245 250 255 

Gly Cys His Gly His Pro Thr Val Glu Ala Lys Leu Arg Asn Gin Leu 
260 265 270 

Glu Lys Tyr He Ser Glu Arg Thr He Gin Asp Ser Asn Tyr Gly Gly 
275 280 285 

Lys He Pro He Val Cys Phe Ala Gin Gly Gly Gly Lys Glu Thr Leu 
290 295 300 

Lys Ala He Asn Thr Ser lie Lys Asn Lys He Pro Cys Val Val Val 
305 310 315 320 

Glu Gly Ser Gly Gin He Ala Asp Val He Ala Ser Leu Val Glu Val 
325 330 335 

Glu Asp Ala Leu Thr Ser Ser Ala Val Lys Glu Lys Leu Val Arg Phe 
340 345 350 

Leu Pro Arg Thr Val Ser Arg Leu Pro Glu Glu Glu Thr Glu Ser Trp 
355 360 365 

He Lys Trp Leu Lys Glu He Leu Glu Cys Ser His Leu Leu Thr Val 
370 375 380 

He Lys Met Glu Glu Ala Gly Asp Glu He Val Ser Asn Ala He Ser 
385 390 395 400 

Tyr Ala Leu Tyr Lys Ala Phe Ser Thr Ser Glu Gin Asp Lys Asp Asn 



405 



410 



415 



m 
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Trp Asn Gly Gin Leu Lys Leu Leu Leu Glu Trp Asn Gin Leu Asp Leu 
420 425 430 

Ala Asn Asp Glu lie Phe Thr Asn Asp Arg Arg Trp Glu Ser Ala Asp 
435 440 445 

Leu Gin Glu Val Met Phe Thr Ala Leu He Lys Asp Arg Pro Lys Phe 
450 455 460 

Val Arg Leu Phe Leu Glu Asn Gly Leu Asn Leu Arg Lys Phe Leu Thr 
465 470 475 480 

His Asp Val Leu Thr Glu Leu Phe Ser Asn His Phe Ser Thr Leu Val 
485 490 495 

Tyr Arg Asn Leu Gin He Ala Lys Asn Ser Tyr Asn Asp Ala Leu Leu 
500 505 510 

Thr Phe Val Trp Lys Leu Val Ala Asn Phe Arg Arg Gly Phe Arg Lys 
515 520 525 

Glu Asp Arg Asn Gly Arg Asp Glu Met Asp He Glu Leu His Asp Val 
530 535 540 

Ser Pro He Thr Arg His Pro Leu Gin Ala Leu Phe He Trp Ala He 
545 550 555 560 

Leu Gin Asn Lys Lys Glu Leu Ser Lys Val He Trp Glu Gin Thr Arg 
565 570 575 

Gly Cys Thr Leu Ala Ala Leu Gly Ala Ser Lys Leu Leu Lys Thr Leu 
580 585 590 

Ala Lys Val Lys Asn Asp He Asn Ala Ala Gly Glu Ser Glu Glu Leu 
595 600 605 

Ala Asn Glu Tyr Glu Thr Arg Ala Val Glu Leu Phe Thr Glu Cys Tyr 
610 615 620 

Ser Ser Asp Glu Asp Leu Ala Glu Gin Leu Leu Val Tyr Ser Cys Glu 
625 630 635 640 

Ala Trp Gly Gly Ser Asn Cys Leu Glu Leu Ala Val Glu Ala Thr Asp 
645 650 655 

Gin His Phe He Ala Gin Pro Gly Val Gin Asn Phe Leu Ser Lys Gin 
660 665 670 

Trp Tyr Gly Glu He Ser Arg Asp Thr Lys Asn Trp Lys He He Leu 
675 680 685 

Cys Leu Phe He He Pro Leu Val Gly Cys Gly Phe Val Ser Phe Arg 
690 695 700 

Lys Lys Pro Val Asp Lys His Lys Lys Leu Leu Trp Tyr Tyr Val Ala 
705 710 715 720 



<9 



m 
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Phe Phe Thr Ser Pro Phe Val Val Phe Ser Trp Asn Val Val Phe Tyr 
725 730 735 

lie Ala Phe Leu Leu Leu Phe Ala Tyr Val Leu Leu Met Asp Phe His 
740 745 750 

Ser Val. Pro His Pro Pro Glu Leu Val Leu Tyr Ser Leu Val Phe Val 
755 760 765 

Leu Phe Cys Asp Glu Val Arg Gin Trp Tyr Val Asn Gly Val Asn Tyr 
770 775 780 

Phe Thr Asp Leu Trp Asn Val Met Asp Thr Leu Gly Leu Phe Tyr Phe 
785 790 795 800 

lie Ala Gly lie Val Phe Arg Leu His Ser Ser Asn Lys Ser Ser Leu 
805 810 . 815 

Tyr Ser Gly Arg Val lie Phe Cys Leu Asp Tyr lie lie Phe Thr Leu 
820 825 830 



Arg Leu He His He Phe Thr Val Ser Arg Asn Leu Gly Pro Lys He 
835 840 845 

He Met Leu Gin Arg Met Leu He Asp Val Phe Phe Phe Leu Phe Leu 
850 855 860 

Phe Ala Xaa Trp Met Val Ala Phe Gly Val Ala Arg Gin Gly He Leu 
865 870 875 880 

Arg Gin Asn Glu Gin Arg Trp Arg Trp He Phe Arg Ser Val He Tyr 
885 890 895 

Glu Pro Tyr Leu Ala Met Phe Gly Gin Val Pro Ser Asp Val Asp Gly 
900 905 910 

Thr Thr Tyr Asp Phe Ala His Cys Thr Phe Thr Gly Asn Glu Ser Lys 
915 920 925 

Pro Leu Cys Val Glu Leu Asp Glu His Asn Leu Pro Arg Phe Pro Glu 
930 935 940 

Trp He Thr He Pro Leu Val Cys He Tyr Met Leu Ser Thr Asn He 
945 950 955 960 

Leu Leu Val Asn Leu Leu Val Ala Met Phe Gly Tyr Thr Val Gly Thr 
965 970 975 

Val Gin Glu Asn Asn Asp Gin Val Trp Lys Phe Gin Arg Tyr Phe Leu 
980 985 990 

Val Gin Glu Tyr Cys Ser Arg Leu Asn He Pro Phe Pro Phe He Val 
995 1000 1005 

Phe Ala Tyr Phe Tyr Met Val Val Lys Lys Cys Phe Lys Cys Cys Cys 
1010 1015 1020 

Lys Glu Lys Asn Met Glu Ser Ser Val Cys Cys Phe Lys Asn Glu Asp 
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Asn Glu Thr Leu Ala Trp Glu Gly Val Met Lys Glu Asn Tyr Leu Val 
1045 1050 1055 

Lys lie Asn Thr Lys Ala Asn Asp Thr Ser Glu Glu Met Arg His Arg 
1060 1065 1070 

Phe Arg Gin Leu Asp Thr Lys Leu Asn Asp Leu Lys Gly Leu Leu Lys 
1075 1080 1085 

Glu lie Ala Asn Lys lie Lys 
1090 1095 



<210> 638 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 638 

Arg Met Pro Thr Val Leu Gin Cys Val Asn Val Ser Val Val Ser 
5 10 15 

<210> 639 
<211> 45 
<212> DNA 

<213> Homo sapiens 
<400> 639 

agaatgccta ccgtgctgca gtgcgtgaac gtgtcggtgg tgtct 



<210> 640 
<211> 45 
<212> DNA 

<213> Homo sapiens 
<400> 640 

gagccaggga gccagatggt ggaggccagc ctctccgtac ggcac 

<210> 641 
<211> 45 
<212> DMA 

<213> Homo sapiens 
<400> 641 

gaggccgaoc aagagccagg gagccagatg gtggaggcca gcctc 



<210> 642 
<211> 45 
<212> DNA 

<213> Homo sapiens 



<400> 642 
ggcctgcaca 



gtcttgaggc cgaccaagag ccagggagcc agatg 



# 



m 
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<210> 643 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 643 

tacaccatcg ggctgggcct gcacagtctt gaggccgacc aagag 45 

<210> 644 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 644 

ttccagaact cctacaccat cgggctgggc ctgcacagtc tt 42 

<210> 645 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 645 

ctgtcagccg cacactgttt ccagaactcc tacaccatcg ggctg 45 

<210> 646 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 646 

catccgcagt gggtgctgtc agccgcacac tgtttccaga actcc 45 

<210> 647 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 647 

tcgggcgtcc tggtgcatcc gcagtgggtg ctgtcagccg cacac 45 

<210> 648 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 648 

aacgaattgt tctgctcggg cgtcctggtg catccgcagt gggtg 45 

<210> 649 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 649 

gcactggtca tggaaaacga attgttctgc tcgggcgtcc tggtg 45 



<210> 650 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<400> 650 

tcgcagccct ggcaggcggc actggtcatg gaaaacgaat tgttctgctc g 

<210> 651 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 651 

atcagcattg cttcgcagtg ccctaccgcg gggaactctt gcctc 

<210> 652 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 652 

tccgtgtccg agtctgacac catccggagc atcagcattg cttcg 

<210> 653 • 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 653 

atcaagttgg acgaatccgt gtccgagtct gacaccatcc ggagc 

<210> 654 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 654 

aacgacctca tgctcatcaa gttggacgaa tccgtgtccg agtct 

<210> 655 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 655 

agacccttgc tcgctaacga cctcatgctc atcaagttgg acgaa 

<210> 656 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 656 

Glu Pro Gly Ser Gin Met Val Glu Ala Ser Leu Ser Val Arg His 
5 10 15 



<210> 657 
<211> 15 
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<212> PRT 

<213> Homo sapiens 

<400> 657 

Glu Ala Asp Gin Glu Pro Gly Ser Gin Met Val Glu Ala Ser Leu 



<210> 658 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 658 

Gly Leu His Ser Leu Glu Ala Asp Gin Glu Pro Gly Ser Gin Met 
5 10 15 



<210> 659 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 659 

Tyr Thr. lie Gly Leu Gly Leu His Ser Leu Glu Ala Asp Gin Glu 



<210> 660 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 660 

Phe Gin Asn Ser Tyr Thr lie Gly Leu Gly Leu His Ser Leu 
5 10 



<210> 661 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 661 

Leu Ser Ala Ala His Cys Phe Gin Asn Ser Tyr Thr lie Gly Leu 



<210> 662 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400> 662 

His Pro Gin Trp Val Leu Ser Ala Ala His Cys Phe Gin Asn Ser 
5 10 15 
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<210> 663 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 663 

Ser Gly Val Leu Val His Pro Gin Trp Val Leu Ser Ala Ala His 
5 10 15 



<210> 664 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 664 

Asn Glu Leu Phe Cys Ser Gly Val Leu Val His Pro Gin Trp Val 



<210> 665 
<211> 15 
<212> PRT 
<213> Homo sapiens 

<400>' 665 

Ala Leu Val Met Glu Asn Glu Leu Phe Cys Ser Gly Val Leu Val 
5 10 15 



<210> 666 
<211> 17 
<212> PRT 

<213> Homo sapiens 
<400> 666 

Ser Gin Pro Trp Gin Ala Ala Leu Val Met Glu Asn Glu Leu Phe Cys 



<210> 667 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 667 

lie Ser He Ala Ser Gin Cys Pro Thr Ala Gly Asn Ser Cys Leu 



<210> 668 
<211> 15 
<212> PRT 
<213> Homo sapiens 



m 
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<400> 668 

Ser Val Ser Glu Ser Asp Thr He Arg Ser He Ser He Ala Ser 
5 .10 15 



<210> 669 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 669 

He Lys Leu Asp Glu Ser Val Ser Glu Ser Asp Thr He Arg Ser 



<210> 670 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 670 

Asn Asp Leu Met Leu He Lys Leu Asp Glu Ser Val Ser Glu Ser 



<210> 671 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 671 

Arg Pro Leu Leu Ala Asn Asp Leu Met Leu He Lys Leu Asp Glu 



<210> 672 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 672 

ggaccagcat atgaggaaca gaaggaatga cactc 



<210> 673 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<400> 673 

ccgctcgagt ccaccccaag cttcacagg 



29 



•9 
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<210> 674 

<211> 1959 

<212> DNA 

<213> Homo sapiens 

<400> 674 

atgaggaaca gaaggaatga cactctggac agcacccgga ccctgtactc cagcgcgtct 60 
cggagcacag acttgtctta cagtgaaagc gacttggtga attttattca agcaaatttt 120 
aagaaacgag aatgtgtctt ctttaccaaa gattccaagg ccacggagaa tgtgtgcaag 180 
tgtggctatg cccagagcca gcacatggaa ggcacccaga tcaaccaaag tgagaaatgg 240 
aactacaaga aacacaccaa ggaatttcct accgacgcct ttggggatat tcagtttgag 300 
acactgggga agaaagggaa gtatatacgt ctgtcctgcg acacggacgc ggaaatcctt 360 
tacgagctgc tgacccagca ctggcacctg aaaacaccca acctggtcat ttctgtgacc 420 
gggggcgcca agaacttcgc cctgaagccg cgcatgcgca agatcttcag ccggctcatc 480 
tacatcgcgc agtccaaagg tgcttggatt ctcacgggag gcacccatta tggcctgatg 540 
aagtacatcg gggaggtggt gagagataac accatcagca ggagttcaga ggagaatatt 600 
gtggccattg gcatagcagc ttggggcatg gtctccaacc gggacaccct catcaggaat 660 
tgcgatgctg agggctattt tttagcccag taccttatgg atgacttcac aagagatcca 720 
ctgtatatcc tggacaacaa ccacacacat ttgctgctcg tggacaatgg ctgtcatgga 780 
catcccactg tcgaagcaaa gctccggaat cagctagaga agtatatctc tgagcgcact 840 
attcaagatt ccaactatgg tggcaagatc cccattgtgt gttttgccca aggaggtgga 900 
aaagagactt tgaaagccat caatacctcc atcaaaaata aaattccttg tgtggtggtg 960 
gaaggctcgg gccagatcgc tgatgtgatc gctagcctgg tggaggtgga ggatgccctg 1020 
acatcttctg ccgtcaagga gaagctggtg cgctttttac cccgcacggt gtcccggctg 1080 
cctgaggagg agactgagag ttggatcaaa tggctcaaag aaattctcga atgttctcac 1140 
ctattaacag ttattaaaat ggaagaagct ggggatgaaa ttgtgagcaa tgccatctcc 1200 
tacgctctat acaaagcctt cagcaccagt gagcaagaca aggataactg gaatgggcag 1260 
ctgaagcttc tgctggagtg gaaccagctg gacttagcca atgatgagat tttcaccaat 1320 
gaccgccgat gggagtctgc tgaccttcaa gaagtcatgt ttacggctct cataaaggac 1380 
agacccaagt ttgtccgcct ctttctggag aatggcttga acctacggaa gtttctcacc 1440 
catgatgtcc tcactgaact cttctccaac cacttcagca cgcttgtgta ccggaatctg 1500 
cagatcgcca agaattccta taatgatgcc ctcctcacgt ttgtctggaa actggttgcg 1560 
aacttccgaa gaggcttccg gaaggaagac agaaatggcc gggacgagat ggacatagaa 1620 
ctccacgacg tgtctcctat tactcggcac cccctgcaag ctctcttcat ctgggccatt 1680 
cttcagaata agaaggaact ctccaaagtc atttgggagc agaccagggg ctgcactctg 1740 
gcagccctgg gagccagcaa gcttctgaag actctggcca aagtgaagaa cgacatcaat 1800 
gctgctgggg agtccgagga gctggctaat gagtacgaga cccgggctgt tgagctgttc 1860 
actgagtgtt acagcagcga tgaagacttg gcagaacagc tgctggtcta ttcctgtgaa 1920 
gcttggggtg gactcgagca ccaccaccac caccactga 1959 

<210> 675 
<211> 652 
<212> PRT 
<213> Homo sapiens 

<400> 675 

Met Arg Asn Arg Arg Asn Asp Thr Leu Asp Ser Thr Arg Thr Leu Tyr 
5 10 15 

Ser Ser Ala Ser Arg Ser Thr Asp Leu Ser Tyr Ser Glu Ser Asp Leu 
20 25 30 

Val Asn Phe He Gin Ala Asn Phe Lys Lys Arg Glu Cys Val Phe Phe 
35 40 45 



Thr Lys Asp Ser Lys Ala Thr Glu Asn Val Cys Lys Cys Gly Tyr Ala 
50 55 60 
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Gin Ser Gin His Met Glu Gly Thr Gin He Asn Gin Ser Glu Lys Trp 
65 70 75 80 

Asn Tyr Lys Lys His Thr Lys Glu Phe Pro Thr Asp Ala Phe Gly Asp 



Cys Asp Thr Asp Ala Glu He Leu Tyr Glu Leu Leu Thr Gin His Trp 
115 120 125 

His Leu Lys Thr Pro Asn Leu Val He Ser Val Thr Gly Gly Ala Lys 
130 135 140 

Asn Phe Ala Leu Lys Pro Arg Met Arg Lys He Phe Ser Arg Leu He 
145 150 155 160 

Tyr He Ala Gin Ser Lys Gly Ala Trp He Leu Thr Gly Gly Thr His 
165 170 175 

Tyr Gly Leu Met Lys Tyr He Gly Glu Val Val Arg Asp Asn Thr He 
180 185 190 

Ser Arg Ser Ser Glu Glu Asn He Val- Ala He Gly He Ala Ala Trp 
195 200 205 

Gly Met Val Ser Asn Arg Asp Thr Leu He Arg Asn Cys Asp Ala Glu 
210 215 220 

Gly Tyr Phe Leu Ala Gin Tyr Leu Met Asp Asp Phe Thr Arg Asp Pro 
225 230 235 240 

Leu Tyr He Leu Asp Asn Asn His Thr His Leu Leu Leu Val Asp Asn 
245 250 255 

Gly Cys His Gly His Pro Thr Val Glu Ala Lys Leu Arg Asn Gin Leu 
260 265 270 

Glu Lys Tyr He Ser Glu Arg Thr He Gin Asp Ser Asn Tyr Gly Gly 
275 280 285 

Lys He Pro He Val Cys Phe Ala Gin Gly Gly Gly Lys Glu Thr Leu 
290 295 300 

Lys Ala He Asn Thr Ser He Lys Asn Lys He Pro Cys Val Val Val 
305 310 315 320 

Glu Gly Ser Gly Gin He Ala Asp Val He Ala Ser Leu Val Glu Val 
325 330 335 

Glu Asp Ala Leu Thr Ser Ser Ala Val Lys Glu Lys Leu Val Arg Phe 
340 345 350 

Leu Pro Arg Thr Val Ser Arg Leu Pro Glu Glu Glu Thr Glu Ser Trp 
355 360 365 

He Lys Trp Leu Lys Glu He Leu Glu Cys Ser His Leu Leu Thr Val 



85 



90 



95 



He Gin Phe Glu Thr Leu Gly Lys Lys Gly Lys Tyr He Arg Leu Ser 
100 105 110 
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370 



375 



380 



He Lys Met Glu Glu Ala Gly Asp Glu He Val Ser Asn Ala He Ser 
385 390 395 400 

Tyr Ala Leu Tyr Lys Ala Phe Ser Thr Ser Glu Gin Asp Lys Asp Asn 
405 410 415 

Trp Asn Gly Gin Leu Lys Leu Leu Leu Glu Trp Asn Gin Leu Asp Leu 
420 425 430 

Ala Asn Asp Glu He Phe Thr Asn Asp Arg Arg Trp Glu Ser Ala Asp 
435 440 445 

Leu Gin Glu Val Met Phe Thr Ala Leu He Lys Asp Arg Pro Lys Phe 
450 455 460 

Val Arg Leu Phe Leu Glu Asn Gly Leu Asn Leu Arg Lys Phe Leu Thr 
465 470 475 480 

His Asp Val Leu Thr Glu Leu Phe Ser Asn His Phe Ser Thr Leu Val 
485 490 495 

Tyr Arg Asn Leu Gin He Ala Lys Asn Ser Tyr Asn Asp Ala Leu Leu 
500 505 510 

Thr Phe Val Trp Lys Leu Val Ala Asn Phe Arg Arg Gly Phe Arg Lys 
515 520 525 

Glu Asp Arg Asn Gly Arg Asp Glu Met Asp He Glu Leu His Asp Val 
530 535 540 

Ser Pro He Thr Arg His Pro Leu Gin Ala Leu Phe He Trp Ala He 
545 550 • 555 560 

Leu Gin Asn Lys Lys Glu Leu Ser Lys Val He Trp Glu Gin Thr Arg 
565 570 575 

Gly Cys Thr Leu Ala Ala Leu Gly Ala Ser Lys Leu Leu Lys Thr Leu 
580 585 • 590 

Ala Lys Val Lys Asn Asp He Asn Ala Ala Gly Glu Ser Glu Glu Leu 
595 600 605 

Ala Asn Glu Tyr Glu Thr Arg Ala Val Glu Leu Phe Thr Glu Cys Tyr 
610 615 • 620 

Ser Ser Asp Glu Asp Leu Ala Glu Gin Leu Leu Val Tyr Ser Cys Glu 
625 630 635 640 

Ala Trp Gly Gly Leu Glu His His His His His His 



645 



650 



<210> 676 
<211> 132 
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<212> PRT 

<213> Homo sapien 



<400> 676 



Thr 


Ala 


Ala 


Ser 


Asp Asn Phe 


Gin 


1 








5 




Ala 


He 


Pro 


He 


Gly Gin Ala 


Met 








20 






Gly 


Gly 


Gly 


Ser 


Pro Thr Val 


His 






35 






40 


Leu 


Gly 


Val 


Val 


Asp Asn Asn 


Gly 




50 






55 




Val 


Gly 


Ser 


Ala 


Pro Ala Ala 


Ser 


65 








70 




He 


Thr 


Ala 


Val 


Asp Gly Ala 


Pro 










85 




Asp 


Ala 


Leu 


Asn 


Gly His His 


Pro 








100 






Gin 


Thr 


Lys 


Ser 


Gly Gly Thr 


Arg 






115 






120 


Gly 


Pro 


Pro 


Ala 







130 



Leu Ser Gin Gly Gly Gin Gly Phe 

10 15 
Ala He Ala Gly Gin He Arg Ser 
25 30 
He Gly Pro Thr Ala Phe Leu Gly 
45 

Asn Gly Ala Arg Val Gin Arg Val 
60 

Leu Gly He Ser Thr Gly Asp Val 

75 80 
He Asn Ser Ala Thr Ala Met Ala 

90 95 
Gly Asp Val He Ser Val Asn Trp 
105 110 
Thr Gly Asn Val Thr Leu Ala Glu 
125 



<210> 677 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<400> 677 

ggggaattca tgatccggga gaaatttgcc cactgc 



<210> 678 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 678 

gggctcgagt caggagtttg agaccagcct ggc 



<210> 679 
<211> 675 
<212> DNA 
<213> Homo sapiens 

<400> 679 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttccc 120 
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accgttcata 


tcgggcctac 


cgccttcctc 


ggcttgggtg 


ttgtcgacaa 


caacggcaac 


180 






ggtcgggagc 


gctccggcgg 


caagtctcgg 




240 


ggcgacgtga 


tcaccgcggt 


cgacggcgct 


ccgatcaact 


cggccaccgc 


gatggcggac 


300 


gcgcttaacg 


ggcatcatcc 


cggtgacgtc 


atctcggtga 


cctggcaaac 


caagtcgggc 


360 


ggcacgcgta 


cagggaacgt 


gacattggcc 


gagggacccc 


cggccgaatt 


catgatccgg 


420 


gagaaatttg 


cccactgcac 


cgtgctaacc 


attgcacaca 


gattgaacac 


cattattgac 


480 




taatggtttt 




agactgaaag 


aatatgatga 






ttgctgcaaa 


ataaagagag 


cctattttac 


aagatggtgc 


aacaactggg 


caaggcagaa 


600 


gccgctgccc 


tcactgaaac 


agcaaaacag 


agatggggtt 


tcaccatgtt 


ggccaggctg 


660 


gtctcaaact 


cctga 










675 


<210> 680 














<211> 291 














<212> DNA 














<213> Homo 


sapiens 












<400> 680 














atggggatcc 


gggagaaatt 


tgcccactgc 


accgtgctaa 


ccattgcaca 


cagattgaac 


60 
















gagccgtatg 


ttttgctgca 


aaataaagag 


agccfcatttt 


acaagatggt 


gcaacaactg 


180 


ggcaaggcag 


aagccgctgc 


cctcactgaa 


acagcaaaac 




tttcaccatg 


240 


ttggccaggc 


tggtctcaaa 


ctccctcgag 


caccaccacc 


accaccactg 




291 


<210> 681 














<211> 1074 














<212> DNA 














<213> Homo 


sapiens 












<400> 681 














atgtcagcca 


ttgagagggt 


gtcagaggca 


atcgtcagca 


tccgaagaat 


ccagacctbt 


60 


ttgctacttg 


atgagatatc 


acagcgcaac 


cgtcagctgc 


cgtcagatgg 


taaaaagatg 


120 


gtgcatgtgc 


aggattttac 


tgctttttgg 


gataaggcat 


cagagacccc 


aactctacaa 


180 


ggcctttcct 


ttactgtcag 


acctggcgaa 


ttgttagctg 


tggtcggccc 


cgtgggagca 


240 


gggaagtcat 


cactgttaag 


tgccgtgctc 


ggggaattgg 


ccccaagtca 


cgggct ggt c 


300 


agcgtgcatg 


gaagaattgc 


ctatgtgtct 


cagcagccct 


gggt gt t ct c 




360 


aggagtaata 


ttttatttgg 


gaagaaatac 


gaaaaggaac 


gatatgaaaa 


agtcataaag 


420 


gcttgtgctc 


tgaaaaagga 


tttacagctg 


ttggaggatg 


gtgatctgac 


tgtgatagga 


480 


gatcggggaa 


ccacgctgag 


tggagggcag 


aaagcacggg 


taaaccttgc 


aagagcagtg 


540 


tatcaagatg 


ctgacatcta 




gatcctctca 












gtgtatttgt 




atgagaagat 


cacaa't't't^a 


fifin 


gtgactcatc 


agttgcagta 




gcaagtcaga 


ttctgatatt 




720 


aaaatggtgc 


agaaggggac 


ttacactgag 


ttcctaaaat 


ctggtataga 


ttttggctoc 


780 


cttttaaaga 


aggataatga 


ggaaagtgaa 


caacctccag 


ttccaggaac 


tcccacacta 


840 


aggaatcgta 


ccttctcaga 


gtcttcggtt 


tggtctcaac 


aatcttctag 


accctccttg 


900 


aaagatggtg 


ctctggagag 


ccaagataca 


gagaatgtcc 


cagttacact 


atcagaggag 


960 


aaccgttctg 


aaggaaaagt 


tggttttcag 


gcctataaga 


attacttcag 


agctggtgct 


1020 


cactggattg 


tcttcatttt 


ccttattctc 


gagcaccacc 


accaccacca 


ctga 


1074 


<210> 682 














<211> 224 














<212> PRT 














<213> Homo 


sapiens 













<400> 682 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 



5 



10 



15 



Ser Gin Gly Gly Gin Gly Phe Ala lie Pro He Gly Gin Ala Met Ala 
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20 25 30 

He Ala Gly Gin lie Lys Leu Pro Thr Val His He Gly Pro Thr Ala 



Phe Leu Gly Leu Gly Val Val Asp Asn Asn Gly Asn Gly Ala Arg Val 
50 55 60 

Gin Arg Val Val Gly Ser Ala Pro Ala Ala Ser Leu Gly He Ser Thr 



Gly Asp Val He Thr Ala Val Asp Gly Ala Pro He Asn Ser Ala Thr 
85 90 95 



Val Thr Trp Gin Thr Lys Ser Gly Gly Thr Arg Thr Gly Asn Val Thr 
115 120 125 

Leu Ala Glu Gly Pro Pro Ala Glu Phe Met He Arg Glu Lys Phe Ala 
130 135 140 

His Cys Thr Val Leu Thr He Ala His Arg Leu Asn Thr He lie Asp 
145 150 155 160 

Ser Asp Lys He Met Val Leu Asp Ser Gly Arg Leu Lys Glu Tyr Asp 
165 170 175 

Glu Pro Tyr Val Leu Leu Gin Asn Lys Glu Ser Leu Phe Tyr Lys Met 
180 185 190 

Val Gin Gin Leu Gly Lys Ala Glu Ala Ala Ala Leu Thr Glu Thr Ala 
195 200 205 

Lys Gin Arg Trp Gly Phe Thr Met Leu Ala Arg Leu Val Ser Asn Ser 
210 215 220 



<210> 683 
<2H> 357 
<212> PRT 
<213> Homo sapiens 

<400> 683 

Met Ser Ala He Glu Arg Val Ser Glu Ala He Val Ser He Arg Arg 



He Gin Thr Phe Leu Leu Leu Asp Glu He Ser Gin Arg Asn Arg Gin 



Leu Pro Ser Asp Gly Lys Lys Met Val His Val Gin Asp Phe Thr Ala 
35 40 45 



Phe Trp Asp Lys Ala Ser Glu Thr Pro Thr Leu Gin Gly Leu Ser Phe 
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Thr Val Arg Pro Gly Glu Leu Leu Ala Val Val Gly Pro Val Gly Ala 
65 70 75 80 

Gly Lys Ser Ser Leu Leu Ser Ala Val Leu Gly Glu Leu Ala Pro Ser 



His Gly Leu Val Ser Val His Gly Arg lie Ala Tyr Val Ser Gin Gin 
100 105 110 

Pro Trp Val Phe Ser Gly Thr Leu Arg Ser Asn lie Leu Phe Gly Lys 
115 120 125 

Lys Tyr Glu Lys Glu Arg Tyr Glu Lys Val lie Lys Ala Cys Ala Leu 
130 135 140 

Lys Lys Asp Leu Gin Leu Leu Glu Asp Gly Asp Leu Thr Val lie Gly 
145 150 155 160 

Asp Arg Gly Thr Thr Leu Ser Gly Gly Gin Lys Ala Arg Val Asn Leu 
165 170 175 

Ala Arg Ala Val Tyr Gin Asp Ala Asp lie Tyr Leu Leu Asp Asp Pro 
180 185 190 

Leu Ser Ala Val Asp Ala Glu Val Ser Arg His Leu Phe Glu Leu Cys 
195 200 205 

He Cys Gin He Leu His Glu Lys He Thr He Leu Val Thr His Gin 
210 215 220 

Leu Gin Tyr Leu Lys Ala Ala Ser Gin He Leu He Leu Lys Asp Gly 
225 230 235 .240 

Lys Met Val Gin Lys Gly Thr Tyr Thr Glu Phe Leu Lys Ser Gly He 
245 250 255 

Asp Phe Gly Ser Leu Leu Lys Lys Asp Asn Glu Glu Ser Glu Gin Pro 
260 265 270 

Pro Val Pro Gly Thr Pro Thr Leu Arg Asn Arg Thr Phe Ser Glu Ser 
275 " 280 285 

Ser Val Trp Ser Gin Gin Ser Ser Arg Pro Ser Leu Lys Asp Gly Ala 
290 295 300 

Leu Glu Ser Gin Asp Thr Glu Asn Val Pro Val Thr Leu Ser Glu Glu 
305 3.10 315 320 

Asn Arg Ser Glu Gly Lys Val Gly Phe Gin Ala Tyr Lys Asn Tyr Phe 
325 330 335 

Arg Ala Gly Ala His Trp He Val Phe He Phe Leu He Leu Glu His 
340 345 350 

His His His His His 
355 
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<210> 684 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 684 

Met Gly lie Arg Glu Lys Phe Ala His Cys Thr Val Leu Thr lie Ala 
5 10 15 

His Arg Leu Asn Thr lie lie Asp Ser Asp Lys lie Met Val Leu Asp 
20 25 30 

Ser Gly Arg Leu Lys Glu Tyr Asp Glu Pro Tyr Val Leu Leu Gin Asn 
35 40 45 

Lys Glu Ser Leu Phe Tyr Lys Met Val Gin Gin Leu Gly Lys Ala Glu 
50 55 60 

Ala Ala Ala Leu Thr Glu Thr Ala Lys Gin Arg Trp Gly Phe Thr Met 
65 70 75 80 

Leu Ala Arg Leu Val Ser Asn Ser Leu Glu His His His His His His 
85 90 95 

<210> 685 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 685 

cgcccatggg gatccgggag aaatttgccc actgc 35 



<210> 686 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 686 

cgcctcgagg gagtttgaga ccagcctggc caaca 



<210> 687 
<211> 38 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR primer 
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<400> 687 

gcatggacca tatgtcagcc attgagaggg tgtcagag 



38 



<210> 688 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 688 

ccgctcgaga ataaggaaaa tgaagacaat ccag 34 

<210> 689 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 689 

gttgaattca tgcacgggcc ccaggtg 27 



<210> 690 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 690 

cccctcgagt cactatggtc tgcctcttga 30 



<210> 691 
<211> 915 
<212> DNA 
<213> Homo sapiens 

<400> 691 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 
cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttccc 120 
accgttcata tcgggcctac cgccttcctc ggcttgggtg ttgtcgacaa caacggcaac 180 
ggcgcacgag tccaacgcgt ggtcgggagc gctccggcgg caagtctcgg catctccacc 240 
ggcgacgtga tcaccgcggt cgacggcgct ccgatcaact cggccaccgc gatggcggac 300 
gcgcttaacg ggcatcatcc cggtgacgtc atctcggtga cctggcaaac caagtcgggc 360 
ggcacgcgta cagggaacgt gacattggcc gagggacccc cggccgaatt catgcacggg 420 
ccccaggtgc tggcacgctg ctccgagtgt gcttgtcctg ccttggctgc cacctctgcg 480 
ggggtgcgtc tggagggggt ggaccggcca ccaaccttac ccagtcaagg aagtggatgg 540 
ccatgttccc acagcctgag tggctgccac ctgatggctg atggagcaaa ggccttagga 600 
aaagcagatg gcccttggcc ctaccttttt gttagaagaa ctgatgttcc atgtcctgca 660 
gcgagtgagg ttggtggctg tgcccccagc tcctggcgcg ccctcgcaga ggtgactggt 720 



m 



WO (»1/()51633 



PCT/US01/01574 



273 



tgctctttgg gccctcttgg ccttgcccag catgcacaag cctcagtgct actactgtgc 780 
tacaaatgga gccatatagg ggaaacgagc agccatctca ggagcaaggt gtatgctgcc 840 
tttgggggct ccagtccttg cctcaagggt cttatgtcac tgtgggcttc ttggttgtca 900 



<210> 692 

<211> 304 

<212> PRT 

<213> Homo sapiens 

<400> 692 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 
5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala lie Pro He Gly Gin Ala Met Ala 
20 25 30 

He Ala Gly Gin He Lys Leu Pro Thr Val His He Gly Pro Thr Ala 

35 40 .45 

Phe Leu Gly Leu Gly Val Val Asp Asn Asn Gly Asn Gly Ala Arg Val 
50 55 60 

Gin Arg Val Val .Gly Ser Ala Pro Ala Ala Ser Leu Gly lie Ser Thr 
65 70 75 80 

Gly Asp Val He Thr Ala Val Asp Gly Ala Pro He Asn Ser Ala Thr 
85 90 95 

Ala Met Ala Asp Ala Leu Asn Gly His His Pro Gly Asp Val He Ser 
100 105 110 

Val Thr Trp Gin Thr Lys Ser Gly Gly Thr Arg Thr Gly Asn Val Thr 
115 120 125 

Leu Ala Glu Gly Pro Pro Ala Glu Phe Met His Gly Pro Gin Val Leu 
130 135 140 

Ala Arg Cys Ser Glu Cys Ala Cys Pro Ala Leu Ala Ala Thr Ser Ala 
•145 150 155 160 

Gly Val Arg Leu Glu Gly Val Asp Arg Pro Pro Thr Leu Pro Ser Gin 
165 " 170 175 

Gly Ser Gly Trp Pro Cys Ser His Ser Leu Ser Gly Cys His Leu Met 
180 185 190 

Ala Asp Gly Ala Lys Ala Leu Gly Lys Ala Asp Gly Pro Trp Pro Tyr 
195 200 205 

Leu Phe Val Arg Arg Thr Asp Val Pro Cys Pro Ala Ala Ser Glu Val 
210 215 220 

Gly Gly Cys Ala Pro Ser Ser Trp Arg Ala Leu Ala Glu Val Thr Gly 
225 230 235 240 

Cys Ser Leu Gly Pro Leu Gly Leu Ala' Gin His Ala Gin Ala Ser Val 



agaggcagac 



catag 



915 



245 



250 



255 
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Leu Leu Leu Cys Tyr Lys Trp Ser His He Gly Glu Thr Ser Ser His 
260 265 270 

Leu Arg Ser Lys Val Tyr Ala Ala Phe Gly Gly Ser Ser Pro Cys Leu 
275 280 285 

Lys Gly Leu Met Ser Leu Trp Ala Ser Trp Leu Ser Arg Gly Arg Pro 
290 295 300 



<210> 693 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 693 

cgaagtcacg tggaggccag cctc 



<210> 694 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220>. 

<223> PCR primer 
<400> 694 

cctgaccgaa ttcattaact ggcctggac 



<210> 695 
<211> 166 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 



<400> 695 



Met 


Gly 


His 


His 


His 


His 


His 


His 


1 








5 








His 


Pro 


Glu 


Tyr 
20 


Asn 


Arg 


Pro 


Leu 


Lys 


Leu 


Asp 
35 


Glu 


Ser 


Val 


Ser 


Glu 
40 


He 


Ala 
50 


Ser 


Gin 


Cys 


Pro 


Thr 
55 


Ala 


Trp Gly 


Leu 


Leu 


Ala 


Asn 


Gly 


Arg 


65 










70 






Asn 


Val 


Ser 


Val 


Val 


Ser 


Glu 


Glu 



Val Glu Ala Ser Leu Ser Val Arg 

10 15 
Leu Ala Asn Asp Leu Met Leu He 
25 30 
Ser Asp Thr He Arg Ser He Ser 
45 

Gly Asn Ser Cys Leu Val Ser Gly 
60 

Met Pro Thr Val Leu Gin Cys Val 

75 80 
Val Cys Ser Lys Leu Tyr Asp Pro 
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85 90 95 

Leu Tyr His Pro Ser Met Phe Cys Ala Gly Gly Gly Gin Xaa Gin Xaa 

100 105 110 

Asp Ser Cys Asn Gly Asp Ser Gly Gly Pro Leu He Cys Asn Gly Tyr 

115 120 125 

Leu Gin Gly Leu Val Ser Phe Gly Lys Ala Pro Cys Gly Gin Val Gly 

130 135 140 

Val Pro Gly Val Tyr Thr Asn Leu Cys Lys Phe Thr Glu Trp He Glu 
145 150 155 160 

Lys Thr Val Gin Ala Ser 
165 



<210> 696 
<211> 504 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . .. (504) 
<223> n = A,T,C or G 



<400> 696 

atgggccatc atcatcatca tcacgtggag gccagcctct ccgtacggca cccagagtac 60 

aacagaccct tgctcgctaa cgacctcatg ctcatcaagt tggacgaatc cgtgtccgag 120 

tctgacacca tccggagcat cagcattgct tcgcagtgcc ctaccgcggg gaactcttgc 180 

ctcgtttctg gctggggtct gctggcgaac ggcagaatgc ctaccgtgct gcagtgcgtg 240 

aacgtgtcgg tggtgtctga ggaggtctgc agtaagctct atgacccgct gtaccacccc 300 

agcatgttct gcgccggcgg agggcaanac cagaangact cctgcaacgg tgactctggg 360 

gggcccctga tctgcaacgg gtacttgcag ggccttgtgt ctttcggaaa agecccgtgt 420 

ggccaagttg gcgtgccagg tgtctacacc aacctctgca aattcactga gtggatagag 480 

aaaaccgtcc aggccagtta atga 504 



<210> 697 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 697 

ctcagggttc cggagccgcg g 

<210> 698 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 698 

ctatagaatt cattaccaaa aagctgggct ccagc 



<210> 699 
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<211> 241 
<212> PRT 

<213> Homo sapiens 



<400> 699 









nxs nlS nlS nlS nlS 


1 








rt 


U 


- 

3 


Lys Ala Glu Gly Ala 










eu 


r 




Phe Leu Xle Gin Asp 










Gin 




l 

Gly 


Arg Thr Ser Ser Gin 










Pro 


Glu 


Pro 


Glu Pro Glu Gly Gly 


65 






70 


Asp 


Gin 


Leu 


Ser Thr Gly Pro Arg 










Leu 


Ala 


Glu 


Thr Glu Pro Glu Arg 










Ser 


Glu 


Asn 


Thr Ser Gly Ala Leu 






115 


120 


Gin 


Pro 


Gin 


Lys Arg Ser Arg Ala 




130 




135 


Glu 


Leu 


Glu 


Arg Lys Phe Ser His 


145 






150 


Arg 


Ala 


His 


Leu Ala Lys Asn Leu 








165 


He 


Trp 


Phe 


Gin Asn Arg Arg Tyr 








180 


Ser 


Glu 


Leu 


Gly Asp Leu Glu Lys 






195 


200 


Glu 


Glu 


Ala 


Phe Ser Arg Ala Ser 




210 




215 


Pro 


Tyr 


Tyr 


Pro Tyr Leu Tyr Cys 


225 






230 


Trp 









Leu Arg 


Val Pro Glu 


ro rg ro 








Ala Pro 


Th 

ro 




25 






He Leu 




Ala Gin Arg 




9 SP 45^ 




Arg Gin 




u ro u 




9 60 P r ° 




Arg Ser 


Arg Ala Gly 


Ala Gin Asn 




p 5 Gl Gl 






ro u u 


Ala Glu Thr 






T ^ 


T 


Gly Ser Tyr 








^eu eu sp 


Pro Arg 


Leu Pro Gin 


Thr Pro Lys 




125 




Ala Phe 


Ser His Thr 


Gin Val He 




140 




Gin Lys 


Tyr Leu Ser 


Ala Pro Glu 


155 


160 


Lys Leu 


Thr Glu Thr 


Gin Val Lys 


170 




175 


Lys Thr 


Lys Arg Lys 


Gin Leu Ser 


185 




190 


His Ser 


Ser Leu Pro 


Ala Leu Lys 




205 




Leu Val 


Ser Val Tyr 


Asn Ser Tyr 




220 




Val Gly 


Ser Trp Ser 


Pro Ala Phe 




235 


240 



<210> 700 
<211> 729 
<212> DNA 
<213> Homo sapiens 

<400> 700 

atgcagcatc accaccatca ccacctcagg gttccggagc cgcggcccgg ggaggcgaaa 60 

gcggaggggg ccgcgccgcc gaccccgtcc aagccgctca cgtccttcct catccaggac 120 

atcctgcggg acggcgcgca gcggcaaggc ggccgcacga gcagccagag acagcgcgac 180 

ccggagccgg agccagagcc agagccagag ggaggacgca gccgcgccgg ggcgcagaac 240 

gaccagctga gcaccgggcc ccgcgccgcg ccggatgagg ccgagacgct ggcagagacc 300 

gagccagaaa ggcacttggg gtcttatctg ttggactctg aaaacacttc aggcgccctt 360 

ccaaggcttc cccaaacccc taagcagccg cagaagcgct cccgagctgc cttctcccac 420 

actcaggtga tcgagttgga gaggaagttc agccatcaga agtacctgtc ggcccctgaa 480 

cgggcccacc tggccaagaa cctcaagctc acggagaccc aagtgaagat atggttccag 540 

aacagacgct ataagactaa gcgaaagcag ctctcctcgg agctgggaga cttggagaag 600 

cactcctttt tgccggccct gaaagaggag gccttctccc gggcctccct ggtctccgtg 660 

tataacagct atccttacta cccatacctg cactgcgtgg gcagctggag cccagctttt 720 

tggtaatga 729 
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<210> 701 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 701 

ctactaagcg ctggagtgag ggatcag 



<210> 702 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 702 

catcgagaat tcactactct ctgactagat gtc 



<210> 703 
<211> 161 
<212> PRT 
<213> Homo sapiens 



<400> 703 



Met 


Gin 


His His His 


His 


His 


His 


Ala 


Gly Val Arg Asp Gin Gly Gin 


1 




5 










10 15 


Gly 


Ala 


Arg Trp Pro 


His 


Thr 


Gly 


Lys 


Arg Gly Pro Leu Leu Gin Gly 






20 








25 


30 


Leu 


Thr 


Trp Ala Thr 


Gly 


Gly 


His 


Cys 


Phe Ser Ser Glu Glu Ser Gly 






35 






40 




45 


Ala 


Val 


Asp Gly Ala 


Gly 


Gin 


Lys 


Lys 


Asp Arg Ala Trp Leu Arg Cys 




50 






55 






60 


Pro 


Glu 


Ala Val Ala 


Gly 


Phe 


Pro 


Leu 


Gly Ser Asp Cys Arg Glu Gly 


65 






70 








75 80 


Gly 


Arg 


Gin Gly Cys 


Gly 


Gly 


Ser 


Asp 


Asp Glu Asp Asp Leu Gly Val 






85 










90 95 


Ala 


Pro 


Gly Leu Ala 


Pro 


Ala 


Trp 


Ala 


Leu Thr Gin Pro Pro Ser Gin 






100 








105 


110 


Ser 


Pro 


Gly Pro Gin 


Ser 


Leu 


Pro 


Ser 


Thr Pro Ser Ser He Trp Pro 






115 






120 




125 


Gin 


Trp 


Val He Leu 


He 


Thr 


Glu 


Leu 


Thr lie Pro Ser Pro Ala His 




130 






135 






140 


Gly 


Pro 


Pro Trp Leu 


Pro 


Asn 


Ala 


Leu 


Glu Arg Gly His Leu Val Arg 


145 






150 








155 160 



<210> 704 
<211> 489 
<212> DNA 
<213> Homo sapiens 



WO (11/051633 



278 



PCT/US01/01574 



<400> 704 

atgcagcatc accaccatca ccacgctgga gtgagggatc aggggcaggg cgcgagatgg 60 

cctcacacag ggaagagagg gcccctcctg cagggcctca cctgggccac aggaggacac 120 

tgcttttcct ctgaggagtc aggagctgtg gatggtgctg gacagaagaa ggacagggcc 180 

tggctcaggt gtccagaggc tgtcgctggc ttccctttgg gatcagactg cagggaggga 240 

gggcggcagg gttgtggggg gagtgacgat gaggatgacc tgggggtggc tccaggcctt 300 

gcccctgcct gggccctcac ccagcctccc tcacagtctc ctggccctca gtctctcccc 360 

tccactcca't cctccatctg gcctcagtgg gtcattctga tcactgaact gaccataccc 420 

agccctgccc acggccctcc atggctcccc aatgccctgg agaggggaca tctagtcaga 480 

gagtagtga 489 



<210> 705 
<211> 132 
<212> PRT 
<213> Homo sapiens 

<400> 705 



Thr 


Ala 


Ala 


Ser 


Asp 


Asn 


Phe 


Gin 


Leu 


Ser Gin Gly Gly 


Gin 


Gly 


Phe 


1 








5 










10 




15 




Ala 


He 


Pro 


He 
20 


Gly 


Gin 


Ala 


Met 


Ala 
25 


He Ala Gly Gin 


He 
30 


Arg 


Ser 


Gly 


Gly 


Gly 
35 


Ser 


Pro 


Thr 


Val 


His 
40 


He 


Gly Pro Thr Ala 
45 


Phe 


Leu 


Gly 


Leu 


Gly 
50 


Val 


Val 


Asp 


Asn 


Asn 
55 


Gly 


Asn 


Gly Ala Arg Val 
60 


Gin 


Arg 


Val 


Val 


Gly 


Ser 


Ala 


Pro 


Ala 


Ala 


Ser 


Leu 


Gly He Ser Thr 


Gly 


Asp 


Val 


65 










70 








75 






80 


lie 


Thr 


Ala 


Val 


Asp 
85 


Gly 


Ala 


Pro 


He 


Asn Ser Ala Thr 

90 


Ala 


Met 
95 


Ala 


Asp 


Ala 


Leu 


Asn 
100 


Gly 


His 


His 


Pro 


Gly 
105 


Asp Val He Ser 


Val 
110 


Asn 


Trp 


Gin 


Thr 


Lys 
115 


Ser 


Gly 


Gly 


Thr 


Arg 
120 


Thr 


Gly Asn Val Thr 
125 


Leu 


Ala 


Glu 


Gly 


Pro 
130 


Pro 


Ala 





















<210> 706 
<211> 31 
<212> DNA 

<213> Artificial Sequence . 
<220> 

<223> PCR primer 
<400> 706 

ggggaattca tcacctatgt gccgcctctg c 31 

<210> 707 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



m 
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<400> 707 

gggctcgagt cactcgccca cgaaatccgt gtaaaacagc 



<210> 708 

<211> 1203 

<212> DNA 

<213> Homo sapiens 

<400> 708 

atgcatcacc atcaccatca cacggccgcg tccgataact tccagctgtc ccagggtggg 60 

cagggattcg ccattccgat cgggcaggcg atggcgatcg cgggccagat caagcttccc 120 

accgttcata tcgggcctac cgccttcctc ggcttgggtg ttgtcgacaa caacggcaac 180 

ggcgcacgag tccaacgcgt ggtcgggagc gctccggcgg caagtctcgg catctccacc 240 

ggcgacgtga tcaccgcggt cgacggcgct ccgatcaact cggccaccgc gatggcggac 300 

gcgcttaacg ggcatcatcc cggtgacgtc atctcggtga cctggcaaac caagtcgggc 360 

ggcacgcgta cagggaacgt gacattggcc gagggacccc cggccgaatt catcacctat 420 

gtgccgcctc tgctgctgga agtgggggta gaggagaagt tcatgaccat ggtgctgggc 480 

attggtccag tgctgggcct ggtctgtgtc ccgctcctag gctcagccag tgaccactgg 540 

cgtggacgct atggccgccg ccggcccttc atctgggcac tgtccttggg catcctgctg 600 

agcctctttc tcatcccaag ggccggctgg ctagcagggc tgctgtgccc ggatcccagg 660 

cccctggagc tggcactgct catcctgggc gtggggctgc tggacttctg tggccaggtg 720 

tgcttcactc cactggaggc cctgctctct gacctcttcc gggacccgga ccactgtcgc 780 

caggcctact ctgtctatgc cttcatgatc agtcttgggg gctgcctggg ctacctcctg 840 

cctgccattg actgggacac cagtgccctg gccccctacc tgggcaccca ggaggagtgc 900 

ctctttggcc tgctcaccct catcttcctc acctgcgtag cagccacact gctggtggct 960 

gaggaggcag cgctgggccc caccgagcca gcagaagggc tgtcggcccc ctccttgtcg 1.020 

ccccactgct gtccatgccg ggcccgcttg gctttccgga acctgggcgc cctgcttccc 1080 

cggctgcacc agctgtgctg ccgcatgccc cgcaccctgc gccggctctt cgtggctgag 1140 

ctgtgcagct ggatggcact catgaccttc acgctgtttt acacggattt cgtgggcgag 1200 
tga 1203 

<210> 709 
<211> 400 
<212> PRT 
<213> Homo sapiens 

<400> 709 

Met His His His His His His Thr Ala Ala Ser Asp Asn Phe Gin Leu 
5 10 15 

Ser Gin Gly Gly Gin Gly Phe Ala He Pro He Gly Gin Ala Met Ala 
20 25 30 

He Ala Gly Gin He Lys Leu Pro Thr Val His He Gly Pro Thr Ala 
35 40 45 

Phe Leu Gly Leu Gly Val Val Asp Asn Asn Gly Asn Gly Ala Arg Val 
50 55 60 

Gin Arg Val Val Gly Ser Ala Pro Ala Ala Ser Leu Gly He Ser Thr 
65 70 75 80 

Gly Asp Val He Thr Ala Val Asp Gly Ala Pro He Asn Ser Ala Thr 
85 90 95 



Ala Met Ala Asp Ala Leu Asn Gly His His Pro Gly Asp Val He Ser 
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100 



105 



110 



Val Thr Trp Gin Thr Lys Ser Gly Gly Thr Arg Thr Gly Asn Val Thr 
115 120 125 

Leu Ala Glu Gly Pro Pro Ala Glu Phe lie Thr Tyr Val Pro Pro Leu 
130 135 140 

Leu Leu Glu Val Gly Val Glu Glu Lys Phe Met Thr Met Val Leu Gly 
145 150 155 160 

He Gly Pro Val Leu Gly Leu Val Cys Val Pro Leu Leu Gly Ser Ala 
165 170 175 

Ser Asp His Trp Arg Gly Arg Tyr Gly Arg Arg Arg Pro Phe He Trp 
180 185 190 

Ala Leu Ser Leu Gly He Leu Leu Ser Leu Phe Leu He Pro Arg Ala 
195 200 205 

Gly Trp Leu Ala Gly Leu Leu Cys Pro Asp Pro Arg Pro Leu Glu Leu 
210 215 220 

Ala Leu Leu He Leu Gly Val Gly Leu Leu Asp Phe Cys Gly Gin Val 
225 230 235' 240 

Cys Phe Thr Pro Leu Glu Ala Leu Leu Ser Asp Leu Phe Arg Asp Pro 
245 250 255 

Asp His Cys Arg Gin Ala Tyr Ser Val Tyr Ala Phe Met He Ser Leu 
260 265 270 

Gly Gly Cys Leu Gly Tyr Leu Leu Pro Ala He Asp Trp Asp Thr Ser 
275 280 285 

Ala Leu Ala Pro Tyr Leu Gly Thr Gin Glu Glu Cys Leu Phe Gly Leu 
290 295 300 

Leu Thr Leu He Phe Leu Thr Cys Val Ala Ala Thr Leu Leu Val Ala 
305 310 315 320 

Glu Glu Ala Ala Leu Gly Pro Thr Glu Pro Ala Glu Gly Leu Ser Ala 
325 330 335 

Pro Ser Leu Ser Pro His Cys Cys Pro Cys Arg Ala Arg Leu Ala Phe 
340 ' 345 350 

Arg Asn Leu Gly Ala Leu Leu Pro Arg Leu His Gin Leu Cys Cys Arg 
355 360 365 

Met Pro Arg Thr Leu Arg Arg Leu Phe Val Ala Glu Leu Cys Ser Trp 
370 375 380 

Met Ala Leu Met Thr Phe Thr Leu Phe Tyr Thr Asp Phe Val Gly Glu 
385 390 395 400 
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<210> 710 
<211> 20 
<212> PRT 
<213> Homo sapiens 

<400> 710 

Leu Leu Pro Pro Pro Pro Ala Leu Cys Gly Ala Ser Ala Cys Asp Val 



Ser Val Arg Val 
20 

<210> 711 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 711 

ctgctcccac ctccacccgc gctctgcggg gcctctgcct gtgatgtctc cgtacgtgtg 60 

<210> 712 
<211> 10 
<212> PRT 
<213> Homo sapiens 

<400> 712 

Ala Ser Ala Cys Asp Val Ser Val Arg Val 
5 10 

<210> 713 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 713 

gcctctgcct gtgatgtctc cgtacgtgtg 30 



<210> 714 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 714 

Ala Ser Ala Cys Asp Val Ser Val Arg 
1 5 

<210> 715 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 715 

Ser Ala Cys Asp Val Ser Val Arg Val 
5 



<210> 716 
<211> 27 
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<212> DNA 

<213> Homo sapiens 



<400> 716 

tctgcctgtg atgtctccgt acgtgtg 



<210> 717 
<211> 19 
<212> PRT 
<213> Homo sapiens 

<400> 717 

Gly He Gly Pro Val Leu Gly Leu Val Cys Val Pro Leu Leu Gly Ser 



<210> 718 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 718 

Val Pro Pro Leu Leu Leu Glu Val Gly Val Glu Glu Lys Phe Met Thr 
5 10 15 

Met Val Leu 



<210> 719 

- <211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 719 

Met Val Gin Arg Leu Trp Val Ser Arg Leu Leu Arg His Arg Lys Ala 



Gin Leu Leu 



<210> 720 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) ... (57) 
<223> n = A, T,C or G 



<400> 720 

ggnathggnc cngtnytngg nytngtntgy gtnccnytny tnggnwsngc nwsngay 57 



m 
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<210> 721 
<211> 57 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (57) 
<223> n = A, T,C or G 

<400> 721 

gtnccnccny tnytnytnga rgtnggngtn gargaraart tyatgacnat ggtnytn 57 

<210> 722 
<211> 57 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1)...(57) 
<223> n = A,T,C or G 

<400> 722 

atggtncarm gnytntgggt nwsnmgnytn ytnmgncaym gnaargcnca rytnytn 57 



<210> 723 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 723 

Val Leu Gin Cys Val Asn Val Ser Val 



<210> 724 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 724 

Arg Met Pro Thr Val Leu Gin Cys Val 
1 5 

<210> 725 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 725 

Asn Leu Cys Lys Phe Thr Glu Trp lie 
1 5 



1 



5 



<210> 726 
<211> 9 
<212> PRT 



m 



•a 
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<213> Homo sapiens 
<400> 726 

•Met Leu He Lys Leu Asp Glu Ser Val 



<210> 727 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 727 

Leu Leu Ala Asn Asp Leu Met Leu He 
1 5 

<210> 728 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 728 

Leu Leu Ala Asn Gly Arg Met Pro Thr Val 
1 5 10 

<210> 729 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 729 

Leu Met Leu He Lys Leu Asp Glu Ser Val 
15 10 

<210> 730 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 730 

Val Leu Gin Cys Val Asn Val Ser Val Val 
15 10 

<210> 731 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 731 

Gly Leu Leu Ala Asn Gly Arg Met Pro Thr 
15 10 

<210> 732 
<211> 10 
<212> PRT 
<213> Homo sapiens 



1 



5 



<400> 732 

Thr Val Leu Gin Cys Val Asn Val Ser Val 



41 
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<210> 733 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 733 

Gly Val Leu Val His Pro Gin Trp Val 
1 5 

<210> 734 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 734 

Val Leu Val His Pro Gin Trp Val Leu 
1 5 



<210> 735 
<211> 1195 
<212> DNA 
<213> Homo sapiens 

'<400> 735 

ccgagactca cggtcaagct aaggcgaaga gtgggtggct gaagccatac tattttatag 60- 
aattaatgga aagcagaaaa gacatcacaa accaagaaga actttggaaa atgaagccta 120 
ggagaaattt agaagaagac gattatttgc ataaggacac gggagagacc agcatgctaa 180 
aaagacctgt gcttttgcat ttgcaccaaa cagcccatgc tgatgaattt gactgccctt 240 
cagaacttca gcacacacag gaactctttc cacagtggca cttgccaatt aaaatagctg 300 
ctattatagc atctctgact tttctttaca ctcttctgag ggaagtaatt caccctttag 360 
caacttccca tcaacaatat ttttataaaa ttccaatcct ggtcatcaac aaagtcttgc 420 
caatggtttc catcactctc ttggcattgg tttacctgcc aggtgtgata gcagcaattg 4 80 
tccaacttca taatggaacc aagtataaga agtttccaca ttggttggat aagtggatgt 540 
. taacaagaaa gcagtttggg cttctcagtt tcttttttgc tgtactgcat gcaatttata 600 
gtctgtctta cccaatgagg cgatcctaca gatacaagtt gctaaactgg gcatatcaac 660 
aggtccaaca aaataaagaa gatgcctgga ttgagcatga tgtttggaga atggagattt 720 
atgtgtctct gggaattgtg ggattggcaa tactggctct gttggctgtg acatctattc 780 
catctgtgag tgactctttg acatggagag aatttcacta tattcagagc aagctaggaa 84 0 
ttgtttccct tctactgggc acaatacacg cattgatttt tgcctggaat aagtggatag 900 
atataaaaca atttgtatgg tatacacctc caacttttat gatagctgtt ttccttccaa 960 
ttgttgtcct gatatttaaa agcatactat tcctgccatg cttgaggaag aagatactga 1020 
agattagaca tggttgggaa gacgtcacca aaattaacaa aactgagata tgttcccagt 1080 
tgtagaatta ctgtttacac acatttttgt tcaatattga tatattttat caccaacatt 1140 
tcaagtttgt atttgttaat aaaatgatta ttcaaggaaa aaaaaaaaaa aaaaa 1195 

<210> 736 
<211> 339 
<212> PRT 
<213> Homo sapiens 

<400> 736 

Met Glu Ser Arg Lys Asp lie Thr Asn Gin Glu 
5 10 



Glu Leu Trp Lys Met 
15 
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Lys Pro Arg Arg Asn Leu Glu Glu Asp Asp Tyr Leu His Lys Asp Thr 
20 25 30 

Gly Glu Thr Ser Met Leu Lys Arg Pro Val Leu Leu His Leu His Gin 
35 40 45 

Thr Ala His Ala Asp Glu Phe Asp Cys Pro Ser Glu Leu Gin His Thr 
50 55 60 

Gin Glu Leu Phe Pro Gin Trp His Leu Pro He Lys He Ala Ala He 
65 70 75 80 

He Ala Ser Leu Thr Phe Leu Tyr Thr Leu Leu Arg Glu Val He His 
85 90 95 

Pro Leu Ala Thr Ser His Gin Gin Tyr Phe Tyr Lys He Pro He Leu 
100 105 110 

Val He Asn Lys Val Leu Pro Met Val Ser He Thr Leu Leu Ala Leu 
115 120 125 

Val Tyr Leu Pro Gly Val He Ala Ala He Val Gin Leu His Asn Gly 
130 135 140 

Thr Lys Tyr Lys Lys Phe Pro His Trp Leu Asp Lys Trp Met Leu Thr 
145 150 155 160 

Arg Lys Gin Phe Gly Leu Leu Ser Phe Phe Phe Ala Val Leu His Ala 
165 170 175 

He Tyr Ser Leu Ser Tyr Pro Met Arg Arg Ser Tyr Arg Tyr Lys Leu 
180 185 190 

Leu Asn Trp Ala Tyr Gin Gin Val Gin Gin Asn Lys Glu Asp Ala Trp 
195 200 205 

lie. Glu His Asp Val Trp Arg Met Glu He Tyr Val Ser Leu Gly He 
210 215 220 

Val Gly Leu Ala He Leu Ala Leu Leu Ala Val Thr Ser He Pro Ser 
225 230 235 240 

Val Ser Asp Ser Leu Thr Trp Arg Glu Phe His Tyr He Gin Ser Lys 
245 250 255 

Leu Gly He Val Ser Leu Leu Leu Gly Thr He His Ala Leu He Phe 
260 265 270 

Ala Trp Asn Lys Trp He Asp He Lys Gin Phe Val Trp Tyr Thr Pro 
275 280 285 

Pro Thr Phe Met He Ala Val Phe Leu Pro He Val Val Leu He Phe 
290 295 300 

Lys Ser He Leu Phe Leu Pro Cys Leu Arg Lys Lys He Leu Lys He 
305 310 315 320 

Arg His Gly Trp Glu Asp Val Thr Lys lie Asn Lys Thr Glii He Cys 
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Ser Gin Leu 



<210> 737 
<211> 2172 
<212> DNA 
<213> Homo sapiens 

<400> 737 

aaaattgaat attgagatac cattctttag 
aaaatattgg aattttattc atcttaaaaa 
ccattttagt actatgggtg agtacatgga 
tatatatcta ttttatttta tttttttgag 
gtgcggtgcc acaatcttgg ctcactgcaa 
tgcctcggcc tcctgagtag ctgggactac 
tttttgtatt tttagtagag acggggtttc 
ccgcctgcct cccaaagtgc tgggattaca 
ggtaatttat aaagaaaaga ggtttaatga 
aggaaactta caatcatggt ggaaggcgaa 
aggagagaac gagtgagggg ggagactgcc 
ggccctgttg cccaggctgg agtgcagtgg 
cacaggttca agcaattctc atgcctcagc 
ccaccacacc tagctaattt ttgtagtttt 
ggctggtcta aaactcctgg gctccagcaa 
ggttacaggc ataagccacc acatccagcc 
tgagaactca tgcactatca caagaatagc 
cctcccacca ggtctcctcc gacacgtggg 
cagatgctgc aggggctggg gacactgaga 
ctgggctctg tctgtctcca ggacctccct 
taaggtgcaa attgcacagg aactccttaa 
ttcgcagcaa aatggagtgg aaggaacaga 
cgccatatcg gcatcctgca tccagagtgg 
gatgcggcac caccacccag agtccacggg 
gtatggtcta taggtttgga cagatgtccg 
gtagctcgtc ttgtaggaat ggacttgctt 
ggtatatgga gccctgtttt cagttgcttt 
tcttcctgag gtctcgcttc cttttaaaat 
ctccattgat tcctcagcac ctactgacta 
gttttattca tctttgggtc tgtagcaccc 
gatttgacct ctgaacaaat acacactgta 
aagacaaatt tgagtgctac aggtgtcacg 
tctaggtggt taccaggagc tctgccactg 
accccagctg ggtagccgct gctctcacat 
attcccccgg actttgactt ctcaagagct 
gtttggtgat caaacaactg ctggccaaaa 
tgtgctccat ac 

<210> 738 
<211> 2455 
<212> DNA 
<213> Homo sapiens 



tgttaccttt tttacccaca tgtgtttctg 60 
ttggacccgg ccttatttac catctttaat 120 
attgaagtct ggcttaaatc ttcagaaagt 180 
acagagtctc gctgtgtcac ccaggctgga 24 0 
cctctgagtc ccaggttcaa gcgatactca 300 
aggcgtgcac caccacatct ggctaatctt 360 
actgtggtct ccatctcctg acctcgtgat 420 
ggcatgagcc accgcacaca gctgggactg 480 
ctcacagttc cgcatggctg gagaggcctc 540 
ggggaagcaa ggcacgtctt acatggtggc 600 
acaaactttt tttttttgag acaagagtct 660 
catgatctca gctcactgca acctctgcct 720 
ctcccgcata gctgggacca caggtatgca 780 
agtagagatg gggtctcact atgttgctca 84 0 
tccgcctgcc ttggcctccc aaagtgctgg 900 
tgccacatac ttttaaacta tcaggtctca 960 
atggggaaaa tcccccccat aatccaatca 1020 
attgggtggg gacacagagc caaaccgtat 1080 
ccactcagac ctggtgtctc tgtcactctt 1140 
ccccttccat ggtatagaag gaaagtgctg 1200 
gacatacatc atccactcag cagttttagg 12 60 
aatttcctgt gcacccctcc ccgctgtctc 1320 
tggactggtt acaggctatg aacctacact 1380 
ttatgttggt tcacatttac tcttgctgtg 1440 
ataatccttt ttacattttg gcatccttgg 1500 
caaagtggag gcaggcagat ccttcagacg 1560 
tctaattctc tcttatcgtt tacctcaaaa 1620 
ccttgtctac tttgcagcat cactctgaca 1680 
cacggttagg agtgcaaggg tagaattcat 1740 
agcaaagtgc tcagtaaatg cgcagtaatt 1800 
ctaagaatct acacaccgaa agacaaaaac 1860 
cttggcatca cacatgtgcc tgtgtattcc 1920 
catgtccact agtgacgggt tcgctccacc 1980 
aaggggtcca attaaaattg ccaggaataa 2040 
aagaaggttt gctgagtatt ctggcatgat 2100 
atgatgagta tttccccctc ttgctgaaga 2160 
2172 



<400> 738 

cagcttaaaa atggtttctt gaaatcagtg attagcattc actcaccagt acccctacta 60 
aggggtaggc actggtttgt actcctggga atacaggagt acaccagaat ttatttctgc 120 
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ttattgcttt tgttgcaaat gccgtggctt catctgagga attctagaat tcagagggtg 180 
tagccctcca ctctgctgtc ttgctatctg ctctcattgc atccgtttaa cctgcattct 240 
gaaagatgtt tctcaggttt ttccttgacg attttcttct tttctgattc tgacaatgtt 300 
ttaaatcatt gtactgtggt tatcatttct ctgcatttat tttacccatc ttcctttgta 360 
acttgtccta ttgtctttta atttctgcct gttctttatg gctttcaact tcataaataa 420 
catgttttct caaatctctt tgtgaattcc agagagggcc aggcacggtg gctcacatct 480 
gtaatcccag cactttgggg aggctgagac gggtggatca cttgaggtca ggagtttgag 540 
accagcctgg ccaacatggt gaaatcccgt ttcactaaaa atacaaaaat tacccaggca 600 
tggtggcggg cgcctgtaat cccaggtact cgggaggctg agggaggaga atcgcttgaa 660 
cctgggaggc tgagggagga gaatcgcttg aacccgggag gcagaggttg cagtgaaccg 720 
agatcatgtt gctgcactcc agcctggtca acagagcaag actctgcctc aaaaacaaac 780 
aaataaacaa acaaacaaac aaaacagaga gattttgctg caatgtacaa ggagcaattt 840 
gctcctttaa aaaaataatt tttggccagg cacagtggct cacacctgta atcccagcac 900 
tttgggaagc caaggtgggt ggatcatttg aggtcaggag tttgagatca gcctggccaa 960 
catggtgaaa cactatctct attaaaaata caaaaatgtg ctcagtgtgg tggtgcacat 1020 
ctgtaatctc agcctcccgc atagctggga ccacaggtat gcaccaccac acctagctaa 1080 
tttttgtagt tttagtagag atggggtctc actatgttgc tcaggctggt ctaaaactcc 1140 
tgggctccag caatccgcct gccttggcct cccaaagtgc tggggttaca ggcataagcc 1200 
accacatcca gcctgccaca tacttttaaa ctatcaggtc tcatgagaac tcatgcacta 1260 
tcacaagaat agcatgggga aaatcccccc cataatccaa tcacctccca ccaggtctcc 1320 
tccgacacgt gggattgggt ggggacacag agccaaaccg tatcagatgc tgcaggggct 1380 
ggggacactg agaccactca gacctggtgt ctctgtcact cttctgggct ctgtctgtct 1440 
ccaggacctc cctccccttc catggtatag aaggaaagtg ctgtaaggtg caaattgcac 1500 
aggaactcct taagacatac atcatccact cagcagtttt aggttcgcag caaaatggag 1560 
tggaaggaac agaaatttcc tgtgcacccc tccccgctgt ctccgccata tcggcatcct 1620 
gcatccagag tggtggactg gttacaggct atgaacctac actgatgcgg caccaccacc 1680 
cagagtccac aggttatgtt ggttcacatt tactcttgct gtggtatggt ctataggttt 1740 
ggacagatgt ccgataatcc tttttacatt ttggcatcct tgggtagctc gtcttgtagg 1800 
aatggacttg cttcaaagtg gaggcaggca gatccttcag acgggtatat ggagccctgt 1860 
tttcagttgc ttttctaatt ctctcttatc gtttacctca aaatcttcct gaggtctcgc 1920 
ttccttttaa aatccttgtc tactttgcag catcactctg acactccatt gattcctcag 1980 
cacctactga ctacacggtt aggagtgcaa gggtagaatt catgttttat tcatctttgg 2040 
gtctgtagca cccagcaaag tgctcagtaa atgcgcagta attgatttga cctctgaaca 2100 
aatacacact gtactaagaa tctacacacc gaaagacaaa aacaagacaa atttgagtgc 2160 
tacaggtgtc acgcttggca tcacacatgt gcctgtgtat tcctctaggt ggttaccagg 2220 
agctctgcca ctgcatgtcc actagtgacg ggttcgctcc accaccccag ctgggtagcc 2280 
gctgctctca cataaggggt ccaattaaaa ttgccaggaa taaattcccc cggactttga 234 0 
cttctcaaga gctaagaagg tttgctgagt attctggcat gatgtttggt gatcaaacaa 2400 
ctgctggcca aaaatgatga gtatttcccc ctcttgctga agatgtgctc catac 2455 

<210> 739 
<211> 2455 
<212> DNA 
<213> Homo sapiens 

<400> 739 

cagcttaaaa atggtttctt gaaatcagtg attagcattc actcaccagt acccctacta 60 
aggggtaggc actggtttgt actcctggga atacaggagt acaccagaat ttatttctgc 120 
ttattgcttt tgttgcaaat gccgtggctt catctgagga attctagaat tcagagggtg 180 
tagccctcca ctctgctgtc ttgctatctg ctctcattgc atccgtttaa cctgcattct 240 
gaaagatgtt tctcaggttt ttccttgacg attttcttct tttctgattc tgacaatgtt 300 
ttaaatcatt gtactgtggt tatcatttct ctgcatttat tttacccatc ttcctttgta 360 
acttgtccta ttgtctttta atttctgcct gttctttatg gctttcaact tcataaataa 420 
catgttttct caaatctctt tgtgaattcc agagagggcc aggcacggtg gctcacatct 480 
gtaatcccag cactttgggg aggctgagac gggtggatca cttgaggtca ggagtttgag 540. 
accagcctgg ccaacatggt gaaatcccgt ttcactaaaa atacaaaaat tacccaggca 600 
tggtggcggg cgcctgtaat cccaggtact cgggaggctg agggaggaga atcgcttgaa 660 
cctgggaggc tgagggagga gaatcgcttg aacccgggag gcagaggttg cagtgaaccg 720 
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agatcatgtt gctgcactcc agcctggtca acagagcaag actctgcctc aaaaacaaac 780 
aaataaacaa acaaacaaac aaaacagaga gattttgctg caatgtacaa ggagcaattt 840 
gctcctttaa aaaaataatt tttggccagg cacagtggct cacacctgta atcccagcac 900 
tttgggaagc caaggtgggt ggatcatttg aggtcaggag tttgagatca gcctggccaa 960 
catggtgaaa cactatctct attaaaaata caaaaatgtg ctcagtgtgg tggtgcacat 1020 
ctgtaatctc agcctcccgc atagctggga ccacaggtat gcaccaccac acctagctaa 1080 
tttttgtagt tttagtagag atggggtctc actatgttgc tcaggctggt ctaaaactcc 1140 
tgggctccag caatccgcct gccttggcct cccaaagtgc tggggttaca ggcataagcc 1200 
accacatcca gcctgccaca tacttttaaa ctatcaggtc tcatgagaac tcatgcacta 1260 
tcacaagaat agcatgggga aaatcccccc cataatccaa tcacctccca ccaggtctcc 1320 
tccgacacgt gggattgggt ggggacacag agccaaaccg tatcagatgc tgcaggggct 1380 
ggggacactg agaccactca gacctggtgt ctctgtcact cttctgggct ctgtctgtct 1440 
ccaggacctc cctccccttc catggtatag aaggaaagtg ctgtaaggtg caaattgcac 1500 
aggaactcct taagacatac atcatccact cagcagtttt aggttcgcag caaaatggag 1560 
tggaaggaac agaaatttcc tgtgcacccc tccccgctgt ctccgccata tcggcatcct 1620 
gcatccagag tggtggactg gttacaggct atgaacctac actgatgcgg caccaccacc 1680 
cagagtccac aggttatgtt ggttcacatt tactcttgct gtggtatggt ctataggttt 1740 
ggacagatgt ccgataatcc tttttacatt ttggcatcct tgggtagctc gtcttgtagg 1800 
aatggacttg cttcaaagtg gaggcaggca gatccttcag acgggtatat ggagccctgt 18 60 
tttcagttgc ttttctaatt ctctcttatc gtttacctca aaatcttcct gaggtctcgc 1920 
ttccttttaa aatccttgtc tactttgcag catcactctg acactccatt gattcctcag 1980 
cacctactga ctacacggtt aggagtgcaa gggtagaatt catgttttat tcatctttgg 2040 
gtctgtagca cccagcaaag tgctcagtaa atgcgcagta attgatttga cctctgaaca 2100 
aatacacact gtactaagaa tctacacacc gaaagacaaa aacaagacaa atttgagtgc 2160 
tacaggtgtc acgcttggca tcacacatgt gcctgtgtat tcctctaggt ggttaccagg 2220 
agctctgcca ctgcatgtcc actagtgacg ggttcgctcc accaccccag ctgggtagcc 2280 
gctgctctca cataaggggt ccaattaaaa ttgccaggaa taaattcccc cggactttga 2340 
cttctcaaga gctaagaagg tttgctgagt attctggcat gatgtttggt gatcaaacaa 2400 
ctgctggcca aaaatgatga gtatttcccc ctcttgctga agatgtgctc catac 2455 

<210> 740 

<211> 62 

<212> PRT 

<213> Homo sapiens 

<400> 740 

Met Thr His Ser Ser Ala Trp Leu Glu Arg Pro Gin Glu Thr Tyr Asn 
5 10 15 

His Gly Gly Arg Arg Arg Gly Ser Lys Ala Arg Leu Thr Trp Trp Gin 
20 25 30 

Glu Arg Thr Ser Glu Gly Gly Asp Cys His Lys Leu Phe Phe Phe Glu 



35 



40 



45 



Thr Arg Val Trp Pro Cys Cys Pro Gly Trp Ser Ala Val Ala 
50 55 60 



<210> 741 
<211> 135 
<212> PRT 



<213> Homo sapiens 



<400> 741 

Met Val Glu Gly Glu Gly Glu Ala Arg His Val Leu His Gly Gly Arg 
5 10 15 
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Arg Glu Arg Val Arg Gly Glu Thr Ala Thr Asn Phe Phe Phe Leu Arg 
20 25 30 

Gin Glu Ser Gly Pro Val Ala Gin Ala Gly Val Gin Trp His Asp Leu 
35 40 45 

Ser Ser Leu Gin Pro Leu Pro His Arg Phe Lys Gin Phe Ser Cys Leu 



Ser Leu Pro His Ser Trp Asp His Arg Tyr Ala Pro Pro His Leu Ala 
65 70 75 80 

Asn Phe Cys Ser Phe Ser Arg Asp Gly Val Ser Leu Cys Cys Ser Gly 
85 90 95 

Trp Ser Lys Thr Pro Gly Leu Gin Gin Ser Ala Cys Leu Gly Leu Pro 
100 105 110 

Lys Cys Trp Gly Tyr Arg His Lys Pro Pro His Pro Ala Cys His He 
115 120 125 



<210> 742 
<211> 77 
<212> PRT 

<213> Homo sapiens 
<400> 742 

Met His Tyr His Lys Asn Ser Met Gly Lys He Pro Pro He He Gin 
5 10 15 

Ser Pro Pro Thr Arg Ser Pro Pro Thr Arg Gly He Gly Trp Gly His 
20 25 30 

Arg Aia Lys Pro Tyr Gin Met Leu Gin Gly Leu Gly Thr Leu Arg Pro 
35 40 45 

Leu Arg Pro Gly Val Ser Val Thr Leu Leu Gly Ser Val Cys Leu Gin 



Asp Leu Pro Pro Leu Pro Trp Tyr Arg Arg Lys Val Leu 
65 70 75 



<210> 743 
<211> 60 
<212> PRT 
<213> Homo sapiens 

<400> 743 

Met Leu Val His He Tyr Ser Cys Cys Gly Met Val Tyr Arg Phe Gly 



Gin Met Ser Asp Asn Pro Phe Tyr He Leu Ala Ser Leu Gly Ser Ser 
20 25 30 
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Ser Cys Arg Asn Gly Leu Ala Ser Lys Trp Arg Gin Ala Asp Pro Ser 
35 40 45 

Asp Gly Tyr Met Glu Pro Cys Phe Gin Leu Leu Phe 
50 55 60 



<210> 744 
<211> 76 
<212> PRT 
<213> Homo sapiens 



<400> 744 

Met Cys Leu Cys lie Pro Leu Gly Gly Tyr Gin Glu Leu Cys His Cys 
5 -10 15 



Met Ser Thr Ser Asp Gly Phe Ala Pro Pro Pro Gin Leu Gly Ser Arg 
20 25 30 



Cys Ser His lie Arg Gly Pro lie Lys lie Ala Arg Asn Lys Phe Pro 

35 40 45 

Arg Thr Leu Thr Ser Gin Glu Leu Arg Arg Phe Ala Glu Tyr Ser Gly 



Met Met Phe Gly Asp Gin Thr Thr Ala Gly Gin Lys 



<210> 745 
<211> 76 
<212> PRT 
<213> Homo sapiens 

<400> 745 

Met Val Lys Ser Arg Phe Thr Lys Asn Thr Lys lie Thr Gin Ala Trp 
5 10 15 

Trp Arg Ala Pro Val lie Pro Gly Thr Arg Glu Ala Glu Gly Gly Glu 
20 25 30 

Ser Leu Glu Pro Gly Arg Leu Arg Glu Glu Asn Arg Leu Asn Pro Gly 
35 40 45 

Gly Arg Gly Cys Ser Glu Pro Arg Ser Cys Cys Cys Thr Pro Ala Trp 
50 55 60 

Ser Thr Glu Gin Asp Ser Ala Ser Lys Thr Asn Lys 
65 70 75 



<210> 746 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 746 

Met Leu Leu His Ser Ser Leu Val Asn Arg Ala Arg Leu Cys Leu Lys 
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5 10 15 

Asn Lys Gin He Asn Lys Gin Thr Asn Lys Thr Glu Arg Phe Cys Cys 
20 25 30 

Asn Val Gin Gly Ala He Cys Ser Phe Lys Lys He He Phe Gly Gin 
35 40 45 

Ala Gin Trp Leu Thr Pro Val He Pro Ala Leu Trp Glu Ala Lys Val 
50 55 60 

Gly Gly Ser Phe Glu Val Arg Ser Leu Arg Ser Ala Trp Pro Thr Trp 
65 " 70 75 80 



<210> 747 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 747 

Met His Tyr His Lys Asn Ser Met Gly Lys He Pro Pro His Asn Pro 



He Thr Ser His Gin Val Ser Ser Asp Thr Trp Asp Trp Val Gly Thr 
20 25 30 

Gin Ser Gin Thr Val Ser Asp Ala Ala Gly Ala Gly Asp Thr Glu Thr 



Thr Gin Thr Trp Cys Leu Cys His Ser Ser Gly Leu Cys Leu Ser Pro 
50 55 60 

Gly Pro Pro Ser Pro Ser Met Val 
65 70 



<210> 748 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 748 

Met His Tyr His Lys Asn Ser Met Gly Lys He Pro Pro He He Gin 
5 10 15 

Ser Pro Pro Thr Arg Ser Pro Pro Thr Arg Gly He Gly Trp Gly His 

20 25 , ■ 30 

Arg Ala Lys Pro Tyr Gin Met Leu Gin Gly Leu Gly Thr Leu Arg Pro 
35 40 45 

Leu Arg Pro Gly Val Ser Val Thr Leu Leu Gly Ser Val Cys Leu Gin 
50 55 60 

Asp Leu Pro Pro Leu Pro Trp Tyr Arg Arg Lys Val Leu 
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<210> 749 
<211> 60 
<212> PRT 

<213> Homo sapiens 
<400> 749 

Met Leu Val His lie Tyr Ser Cys Cys Gly Met Val Tyr Arg Phe Gly 
5 10 15 

Gin Met Ser Asp Asn Pro Phe Tyr lie Leu Ala Ser Leu Gly Ser Ser 
20 25 30 

Ser Cys Arg Asn Gly Leu Ala Ser Lys Trp Arg Gin Ala Asp Pro Ser 
35 40 45 

Asp Gly Tyr Met Glu Pro Cys Phe Gin Leu Leu Phe 
50 55 60 



<210> 750 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 750 

Met Cys Leu Cys lie Pro Leu Gly Gly Tyr Gin Glu Leu Cys His Cys 
5 10 15 

Met Ser Thr Ser Asp Gly Phe Ala Pro Pro Pro Gin Leu Gly Ser Arg 
20 25 30 

Cys Ser His lie Arg Gly Pro lie Lys lie Ala Arg Asn Lys Phe Pro 
35 40 45 

Arg Thr Leu Thr Ser Gin Glu Leu Arg Arg Phe Ala Glu Tyr Ser Gly 
50 55 60 

Met Met Phe Gly Asp Gin Thr Thr Ala Gly Gin Lys 
65 70 75 



<210> 751 
<211> 2479 
<212> DNA 
<213> Homo sapiens 

<400> 751 

gtcatattga acattccaga tacctatcat 
ctttgaactc agggtcacca ccagctattg 
cggaaaaccc ctatcccgca cagcccactg 
ctcagtacta cccgtccccc gtgccccagt 
accccgtcgt ctgcacgcag cccaaatccc 
agaaagcact gtgcatcacc ttgaccctgg 
ctggcctact ctggaagttc atgggcagca 
cctcaggtac ctgcatcaac ccctctaact 
gggaggacga gaatcggtgt gttcgcctct 
catctcagag gaagtcctgg caccctgtgt 



tactcgatgc tgttgataac agcaagatgg 60 
gaccttacta tgaaaaccat ggataccaac 120 
tggtccccac tgtctacgag gtgcatccgg 180 
acgccccgag ggtcctgacg caggcttcca 240 
catccgggac agtgtgcacc tcaaagacta 300 
ggaccttcct cgtgggagct gcgctggccg 360 
agtgctccaa ctctgggata gagtgcgact 420 
ggtgtgatgg cgtgtcacac tgccccggcg 480 
acggaccaaa cttcatcctt cagatgtact 540 
gccaagacga ctggaacgag aactacgggc 600 
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gggcggcctg cagggacatg ggctataaga ataattttta ctctagccaa ggaatagtgg 660 
atgacagcgg atccaccagc tttatgaaac tgaacacaag tgccggcaat gtcgatatct 720 
ataaaaaact gtaccacagt gatgcctgtt cttcaaaagc agtggtttct ttacgctgtt 780 
tagcctgcgg ggtcaacttg aactcaagcc gccagagcag gatcgtgggc ggtgagagcg 840 
cgctcccggg ggcctggccc tggcaggtca gcctgcacgt ccagaacgtc cacgtgtgcg 900 
gaggctccat catcaccccc gagtggatcg tgacagccgc ccactgcgtg gaaaaacctc 960 
ttaacaatcc atggcattgg acggcatttg cggggatttt gagacaatct ttcatgttct 1020 
atggagccgg ataccaagta caaaaagtga tttctcatcc aaattatgac tccaagacca 1080 
agaacaatga cattgcgctg atgaagctgc agaagcctct gactttcaac gacctagtga 1140 
aaccagtgtg tctgcccaac ccaggcatga tgctgcagcc agaacagctc tgctggattt 1200 
ccgggtgggg ggccaccgag gagaaaggga agacctcaga agtgctgaac gctgccaagg 1260 
tgcttctcat tgagacacag agatgcaaca gcagatatgt ctatgacaac ctgatcacac 1320 
cagccatgat ctgtgccggc ttcctgcagg ggaacgtcga ttcttgccag ggtgacagtg 1380 
gagggcctct ggtcacttcg aacaacaata tctggtggct gataggggat acaagctggg 1440 
gttctggctg tgccaaagct tacagaccag gagtgtacgg gaatgtgatg gtattcacgg 1500 
actggattta tcgacaaatg aaggcaaacg gctaatccac atggtcttcg tccttgacgt 1560 
cgttttacaa gaaaacaatg gggctggttt tgcttccccg tgcatgattt actcttagag 1620 
atgattcaga ggtcacttca tttttattaa acagtgaact tgtctggctt tggcactctc 1680 
tgccatactg tgcaggctgc agtggctccc ctgcccagcc tgctctccct aaccccttgt 1740 
ccgcaagggg tgatggccgg ctggttgtgg gcactggcgg tcaattgtgg aaggaagagg 1800 
gttggaggct gcccccattg agatcttcct gctgagtcct ttccaggggc caattttgga IB 60 
tgagcatgga gctgtcactt ctcagctgct ggatgacttg agatgaaaaa ggagagacat 1920 
ggaaagggag acagccaggt ggcacctgca gcggctgccc tctggggcca cttggtagtg 1980 
tccccagcct acttcacaag gggattttgc tgatgggttc ttagagcctt agcagccctg 2040 
gatggtggcc agaaataaag ggaccagccc ttcatgggtg gtgacgtggt agtcacttgt 2100 
aaggggaaca gaaacatttt tgttcttatg gggtgagaat atagacagtg cccttggtgc 2160 
gagggaagca attgaaaagg aacttgccct gagcactcct ggtgcaggtc tccacctgca 2220 
cattgggtgg ggctcctggg agggagactc agccttcctc ctcatcctcc ctgaccctgc 2280 
tcctagcacc ctggagagtg aatgcccctt ggtccctggc agggcgccaa gtttggcacc 2340 
atgtcggcct cttcaggcct gatagtcatt ggaaattgag gtccatgggg gaaatcaagg 2400 
atgctcagtt taaggtacac tgtttccatg ttatgtttct acacattgat ggtggtgacc 24 60 
ctgagttcaa agccatctt 2479 

<210> 752 
<211> 492 
<212> PRT 
<213> Homo .sapiens 

<400> 752 

Met Ala Leu Asn Ser Gly Ser Pro Pro Ala lie Gly Pro Tyr Tyr Glu 
5 10 15 

Asn His Gly Tyr Gin Pro Glu Asn Pro Tyr Pro Ala Gin Pro Thr Val 
20 25 30 

Val Pro Thr Val Tyr Glu Val His Pro Ala Gin Tyr Tyr Pro Ser Pro 
35 40 45 

Val Pro Gin Tyr Ala Pro Arg Val Leu Thr Gin Ala Ser Asn Pro Val 
50 55' 60 

Val Cys Thr Gin Pro Lys Ser Pro Ser Gly Thr Val Cys Thr Ser Lys 
65 70 75 80 

Thr Lys Lys Ala Leu Cys lie Thr Leu Thr Leu Gly Thr Phe Leu Val 
85 90 95 . 

Gly Ala Ala Leu Ala Ala Gly Leu Leu Trp Lys Phe Met Gly Ser Lys 



# 
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100 



105 



110 



Cys Ser Asn Ser Gly He Glu Cys Asp Ser Ser Gly Thr Cys He 
115 120 125 



Asn 



Pro Ser Asn Trp Cys Asp Gly Val Ser His Cys Pro Gly Gly Glu Asp 
130 135 140 

Glu Asn Arg Cys Val Arg leu Tyr Gly Pro Asn Phe He Leu Gin Met 
145 150 155 160 

Tyr Ser Ser Gin Arg Lys Ser Trp His Pro Val Cys Gin Asp Asp Trp 
165 170 175 

Asn Glu Asn Tyr Gly Arg Ala Ala Cys Arg Asp Met Gly Tyr Lys Asn 
180 185 190 

Asn Phe Tyr Ser Ser Gin Gly He Val Asp Asp Ser Gly Ser Thr Ser 
195 200 205 

Phe Met Lys Leu Asn Thr Ser Ala Gly Asn Val Asp He Tyr Lys Lys 
210 215 220 

Leu Tyr His Ser Asp Ala Cys Ser Ser Lys Ala Val Val Ser Leu Arg 
225 230 . 235 240 

Cys Leu Ala Cys Gly Val Asn Leu Asn Ser Ser Arg Gin Ser Arg He 
245 250 255 

Val Gly Gly Glu Ser Ala Leu Pro Gly Ala Trp Pro Trp Gin Val Ser 
260 . 265 270 

Leu His Val Gin Asn Val His Val Cys Gly Gly Ser He He Thr Pro 
275 280 285 

Glu Trp He Val Thr Ala Ala His Cys Val Glu Lys Pro Leu Asn Asn 
290 295 300 

Pro Trp His Trp Thr Ala Phe Ala Gly He Leu Arg Gin Ser Phe Met 
305 310 315 320 

Phe Tyr Gly Ala Gly Tyr Gin Val Gin Lys Val He Ser His Pro Asn 
325 330 335 

Tyr Asp Ser Lys Thr Lys Asn Asn Asp He Ala Leu Met Lys Leu Gin 
340 345 350 

Lys Pro Leu Thr Phe Asn Asp Leu Val Lys Pro Val Cys Leu Pro Asn 
355 360 365 

Pro. Gly Met Met Leu Gin Pro Glu Gin Leu Cys Trp He Ser Gly Trp 
370 375 380 

Gly Ala Thr Glu Glu Lys Gly Lys Thr Ser Glu Val Leu Asn Ala Ala 
385 390 395 400 

Lys Val Leu Leu He Glu Thr Gin Arg Cys Asn Ser Arg Tyr Val Tyr 



405 



410 



415 
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Asp Asn Leu lie Thr Pro Ala Met lie Cys Ala Gly Phe Leu Gin Gly 

420 425 430 

Asn Val Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Thr Ser 

435 ~ 440 445 

Asn Asn Asn He Trp Trp Leu He Gly Asp Thr Ser Trp Gly Ser Gly 

450 455 460 

Cys Ala Lys Ala Tyr Arg Pro Gly Val Tyr Gly Asn Val Met Val Phe 

465 470 475 480 

Thr Asp Trp He Tyr Arg Gin Met Lys Ala Asn Gly 
485 490 



<210> 753 
<211> 683 
<212> DNA 

<213> Homo sapiens 

<400> 753 

gtcatattga acattccaga tacctatcat 

ctttgaactc agggtcacca ccagctattg 

cggaaaaccc ctatcccgca cagcccactg 

ctoagtacta cccgtccccc gtgccccagt 

accccgtcgt ctgcacgcag cocaaatccc 

agaaagcact gtgcatcacc ttgaccctgg 

ctggcctact ctggaagttc atgggcagca 

cctcaggtac ctgcatcaac ccctctaact 

gggaggacga gaatcggtgt gttcgcctct 

catctcagag gaagtcctgg caccctgtgt 

gggcggcctg cagggacatg ggctataaga 

atgacagcgg atccaccagc ttt 



tactcgatgc tgttgataac agcaagatgg 60 
gaccttacta t.gaaaaccat ggataccaac 120 
tggtccccac tgtctacgag gtgcatccgg 180 
acgccccgag ggtcctgacg caggcttcca 240 
catccgggac agtgtgcacc tcaaagacta 300 
ggaccttcct cgtgggagct gcgctggccg 360 
agtgctccaa ctctgggata gagtgcgact 420 
ggtgtgatgg cgtgtcacac tgccccggcg 480 
acggaccaaa cttcatcctt cagatgtact 540 
gccaagacga ctggaacgag aactacgggc 600 
ataattttta ctctagccaa ggaatagtgg 660 
683 



<210> 754 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 754 

Met Ala Leu Asn Ser Gly Ser Pro Pro Ala He Gly Pro Tyr Tyr Glu 

15 10 15 

Asn His Gly Tyr Gin Pro Glu Asn Pro Tyr Pro Ala Gin Pro Thr Val 

20 25 30 

Val Pro Thr Val Tyr Glu Val His Pro Ala Gin Tyr Tyr Pro Ser Pro 

35 40 45 

Val Pro Gin Tyr Ala Pro Arg Val Leu Thr Gin Ala Ser Asn Pro Val 

50 55 60 

Val Cys Thr Gin Pro Lys Ser Pro Ser Gly Thr Val Cys Thr Ser Lys 
65 " 70 75 80 

Thr Lys Lys Ala Leu Cys He Thr Leu Thr Leu Gly Thr Phe Leu Val 
85 90 95 



Gly Ala Ala Leu Ala Ala Gly Leu Leu Trp Lys Phe Met Gly Ser Lys 

100 105 110 

Cys Ser Asn Ser Gly He Glu Cys Asp Ser Ser Gly Thr Cys He Asn 

115 120 125 

Pro Ser Asn Trp Cys Asp Gly Val Ser His Cys Pro Gly Gly Glu Asp 

130 135 140 

Glu Asn Arg Cys Val Arg Leu Tyr Gly Pro Asn Phe He Leu Gin Met 
145 150 155 160 

Tyr Ser Ser Gin Arg Lys Ser Trp His Pro Val Cys Gin Asp Asp Trp 

165 170 175 

Asn Glu Asn Tyr Gly Arg Ala Ala Cys Arg Asp Met Gly Tyr Lys Asn 

180 185 190 

Asn Phe Tyr Ser Ser Gin Gly He Val Asp Asp Ser Gly Ser Thr Ser 
195 200 205 

Phe 



<210> 755 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 755 

Val Gly Glu Gly Leu Tyr Gin Gly Val Pro Arg Ala Glu Pro Gly Thr 

15 10 15 

Glu Ala Arg Arg His Tyr Asp Glu Gly Val Arg 



<210> 756 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 756 

ggatccgccg ccaccatgtc actttctagc ctgct 

<210> 757 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 757 

gtcgactcag ctggaccaca gccgcag 

<210> 758 
<211> 34 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR primer 
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<400> 758 

ggatccgccg ccaccatggg ctgcaggctg ctct 

<210> 759 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR primer 
<400> 759 

gtcgactcag aaatcctttc tcttgac 27 



<210> 760 
<211> 936 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . 0 

<223> n = A, T, C or G 



<400> 760 

atgggctgca ggctgntctg ctgtgcggtt 
acgggagtta, cgcagacacc aagacacctg 
aaatgtgaac aacatctggg tcataacgct 
ccactggagc tcatgtttgt ctacagtctt 
agtcgcttct cacctgaatg ccccaacagc 
cagccagaag actcggccct gtatctctgc 
tacgagcagt acttcgggcc gggcaccagg 
ttcccacccg aggtcgctgt gtttgagcca 
gccacactgg tgtgcctggc cacaggcttc 
gtgaatggga aggaggtgca cagtggggtc 
cccgccctca atgactccag atactgcctg 
tggcagaacc cccgcaacca cttccgctgt 
gacgagtgga cccaggatag ggccaaacct 
ggtagagcag actgtggctt cacctccgag 
atcctctatg agatcttgct agggaaggcc 
gtgctgatgg ccatggtcaa gagaaaggat 

<210> 761 
<211> 834 
<212> DNA 
<213> Homo sapiens 



ctctgtctcc tgggagcggt ccccatggaa 60 
gtcatgggaa tgacaaataa gaagtctttg 120 
atgtattggt acaagcaaag tgctaagaag 180 
gaagaacggg ttgaaaacaa cagtgtgcca 240 
tctcacttat tccttcacct acacaccctg 300 
gccagcagcc aagaccggac aagcagctcc 360 
ctcacggtca cagaggacct gaaaaacgtg 420 
tcagaagcag agatctccca cacccaaaag 4 80 
taccccgacc acgtggagct gagctggtgg 540 
agcacagacc cgcagcccct caaggagcag 600 
agcagccgcc tgagggtctc ggccaccttc 660 
caagtccagt tctacgggct ctcggagaat 720 
gtcacccaga tcgtcagcgc cgaggcctgg 780 
tcttaccagc aaggggtcct gtctgccacc 840 
accttgtatg ccgtgctggt cagtgccctc 900 
ttctga 936 



<220> 

<221> misc_feature 
<222> (1) . . . () 
<223> n = A, T,C or G 



<400> 761 

atgtcacttt ctagcctgct naaggtggtc 
gcccagaaga taactcaaac ccaaccagga 
ctggactgca catatgacac cagtgatcaa 



acagcttcac tgtggctagg acctggcatt 60 
atgttcgtgc aggaaaagga ggctgtgact 120 
agttatggtc tcttctggta caagcagccc 180 
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agcagtgggg aaatgatttt tcttatttat caggggtctt atgacgagca aaatgcaaca 240 

gaaggtcgct actcattgaa tttccagaag gcaagaaaat ccgccaacct tgtcatctcc 300 

gcttcacaac tgggggactc agcaatgtat ttctgtgcaa tgagagaggg cgcgggagga 360 

ggaaacaaac tcacctttgg gacaggcact cagctaaaag tggaactcaa tatccagaac 420 

cctgaccctg ccgtgtacca gctgagagac tctaaatcca gtgacaagtc tgtctgccta 480 

ttcaccgatt ttgattctca aacaaatgtg tcacaaagta aggattctga tgtgtatatc 540 

acagacaaaa ctgtgctaga catgaggtct atggacttca agagcaacag tgctgtggcc 600 

tggagcaaca aatctgactt tgcatgtgca aacgccttca acaacagcat tattccagaa 660 

gacaccttct tccccagccc agaaagttcc tgtgatgtca agctggtcga gaaaagcttt 720 

gaaacagata cgaacctaaa ctttcaaaac ctgtcagtga ttgggttccg aatcctcctc 780 

ctgaaagtgg ccgggtttaa tctgctcatg acgctgcggc tgtggtccag ctga 834 

<210> 762 
<211> 311 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> variant 

<222> (1) . . . (311) 

<223> Xaa = Any amino acid 

<400> 762 

Met Gly Cys Arg Leu Xaa Cys Cys Ala Val Leu Cys Leu Leu Gly Ala 
5 10 15 

Val Pro Met Glu Thr Gly Val Thr Gin Thr Pro Arg His Leu Val Met 



Gly Met Thr Asn Lys Lys Ser Leu Lys Cys Glu Gin His Leu Gly His 
35 40 45 

Asn Ala Met Tyr Trp Tyr Lys Gin Ser Ala Lys Lys Pro Leu Glu Leu 
50 55 60 

Met Phe Val Tyr Ser Leu Glu Glu Arg Val Glu Asn Asn Ser Val Pro 



Ser Arg Phe Ser Pro Glu Cys Pro Asn Ser Ser His Leu Phe Leu His 

85 90 95 

Leu His Thr Leu Gin Pro Glu Asp Ser Ala Leu Tyr Leu Cys Ala Ser 

100 105 110 

Ser Gin Asp Arg Thr Ser Ser Ser Tyr Glu Gin Tyr Phe Gly Pro Gly 

115 120 125 

Thr Arg Leu Thr Val Thr Glu Asp Leu Lys Asn Val Phe Pro Pro Glu 
130 135 140 

Val Ala Val Phe Glu Pro Ser Glu Ala Glu He Ser His Thr Gin Lys 

145 150 155 160 

Ala Thr Leu Val Cys Leu Ala Thr Gly Phe Tyr Pro Asp His Val Glu 

165 170 175 



Leu Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr 
180 185 190 
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Asp 



Pro 



Gin Pro Leu 
195 



Lys Glu Gin Pro Ala Leu Asn 
200 



Asp Ser Arg Tyr 
205 



Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr Phe Trp Gin Asn Pro 
210 215 220 

Arg Asn His Phe Arg Cys Gin Val Gin Phe Tyr Gly Leu Ser Glu Asn 

225 230 235 240 

Asp Glu Trp Thr Gin Asp Arg Ala Lys Pro Val Thr Gin lie Val Ser 

245 ' 250 255 



Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Phe Thr Ser Glu Ser Tyr 
260 265 270 



Gin Gin Gly Val Leu Ser Ala Thr He Leu Tyr Glu He Leu Leu Gly 
275 280 285 



Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Ala Leu Val Leu Met Ala 
290 295 300 



Met Val Lys Arg Lys Asp Phe 
305 310 



<210> 763 
<211> 277 
<212> PRT 
<213> Homo sapiens 

<400> 763 

Met Ser Leu Ser Ser Leu Leu Lys Val Val Thr Ala Ser Leu Trp Leu 
5 10 15 

Gly Pro Gly He Ala Gin Lys He Thr Gin Thr Gin Pro Gly Met Phe 
20 25 30 

Val Gin Glu Lys Glu Ala Val Thr Leu Asp Cys Thr Tyr Asp Thr Ser 
35 40 45 

Asp Gin Ser Tyr Gly Leu Phe Trp Tyr Lys Gin Pro Ser Ser Gly Glu 
50 55 60 

Met He Phe Leu He Tyr Gin Gly Ser Tyr Asp Glu Gin Asn Ala Thr 
65 70 75 80 

Glu Gly Arg Tyr Ser Leu Asn Phe Gin Lys Ala Arg Lys Ser Ala Asn 
85 90 95 

Leu Val He Ser Ala Ser Gin Leu Gly Asp Ser Ala Met Tyr Phe Cys 
100 105 110 

Ala Met Arg Glu Gly Ala Gly Gly Gly Asn Lys Leu Thr Phe Gly Thr 
115 120 125 

Gly Thr Gin Leu Lys Val Glu Leu Asn He Gin Asn Pro Asp Pro Ala 
130 135 140 
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Val Tyr Gin Leu Arg Asp Ser Lys Ser Ser Asp Lys Ser Val Cys Leu 
145 150 155 160 

Phe Thr Asp Phe Asp Ser Gin Thr Asn Val Ser Gin Ser Lys Asp Ser 
165 170 175 

Asp Val Tyr He Thr Asp Lys Thr Val Leu Asp Met Arg Ser Met Asp 
180 185 190 

Phe Lys Ser Asn Ser Ala Val Ala Trp Ser Asn Lys Ser Asp Phe Ala 
195 200 205 

Cys Ala Asn Ala Phe Asn Asn Ser He He Pro Glu Asp Thr Phe Phe 
210 215 220 

Pro Ser Pro Glu Ser Ser Cys Asp Val Lys Leu Val Glu Lys Ser Phe 
225 230 235 240 

Glu Thr Asp Thr Asn Leu Asn Phe Gin Asn Leu Ser Val He Gly Phe 
245 250 255 

Arg He Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu 
260 265 270 

Arg Leu Trp Ser Ser 
275 



<210> 764 

<211> 1536 

<212> DNA 

<213> Homo sapiens 

<400> 764 

atgtacaacc tgttgctgtc ctacgacaga catggggacc acctgcagcc cctggacctc 60 
gtgcccaatc accagggtct cacccctttc aagctggctg gagtggaggg taacactgtg 120 
atgtttcagc acctgatgca gaagcggaag cacacccagt ggacgtatgg accactgacc 180 
tcgactctct atgacctcac agagatcgac tcctcagggg atgagcagtc cctgctggaa 24 0 
cttatcatca ccaccaagaa gcgggaggct cgccagatcc tggaccagac gccggtgaag 300 
gagctggtga gcctcaagtg gaagcggtac gggcggccgt acttctgcat gctgggtgcc 3 60 
atatatctgc tgtacatcat ctgcttcacc atgtgctgca tctaccgccc cctcaagccc 420 
aggaccaata accgcacgag cccccgggac aacaccctct tacagcagaa gctacttcag 480 
gaagcctaca tgacccctaa ggacgatatc cggctggtcg gggagctggt gactgtcatt 54 0 
ggggctatca tcatcctgct ggtagaggtt ccagacatct tcagaatggg ggtcactcgc 600 
ttctttggac agaccatcct tgggggccca ttccatgtcc tcatcatcac ctatgccttc 660 
atggtgctgg tgaccatggt gatgcggctc atcagtgcca gcggggaggt ggtacccatg 720 
tcctttgcac tcgtgctggg ctggtgcaac gtcatgtact tcgcccgagg attccagatg 780 
ctaggcccct tcaccatcat gattcagaag atgatttttg gcgacctgat gcgattctgc 840 
tggctgatgg ctgtggtcat cctgggcttt gcttcagcct tctatatcat cttccagaca 900 
gaggaccccg aggagctagg ccacttctac gactacccca tggccctgtt cagcaccttc 960 
gagctgttcc ttaccatcat cgatggccca gccaactaca acgtggacct gcccttcatg 1020 
tacagcatca cctatgctgc ctttgccatc atcgccacac tgctcatgct caacctcctc 1080 
attgccatga tgggcgacac tcactggcga gtggcccatg agcgggatga gctgtggagg 1140 
gcccagattg tggccaccac ggtgatgctg gagcggaagc tgcctcgctg cctgtggcct 1200 
cgctccggga tctgcggacg ggagtatggc ctgggagacc gctggttcct gcgggtggaa 1260 
gacaggcaag atctcaaccg gcagcggatc caacgctacg cacaggcctt ccacacccgg 1320 
ggctctgagg atttggacaa agactcagtg gaaaaactag agctgggctg tcccttcagc 1380 
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ccccacctgt cccttcctat gccctcagtg tctcgaagta cctcccgcag cagtgccaat 1440 

. tgggaaaggc ttcggcaagg gaccctgagg agagacctgc gtgggataat caacaggggt 1500 

ctggaggacg gggagagctg ggaatatcag atctga 1536 

<210> 765 
<211> 1533 
<212> DNA 
<213> Homo sapiens 

<400> .765 

atgtacaacc tgttgctgtc ctacgacaga catggggacc acctgcagcc cctggacctc 60 

gtgcccaatc accagggtct cacccctttc aagctggctg gagtggaggg taacactgtg 120 

atgtttcagc acctgatgca gaagcggaag cacacccagt ggacgtatgg accactgacc 180 

tcgactctct atgacctcac agagatcgac tcctcagggg atgagcagtc cctgctggaa 240 

cttatcatca ccaccaagaa gcgggaggct cgccagatcc tggaccagac gccggtgaag 300 

gagctggtga gcctcaagtg gaagcggtac gggcggccgt acttctgcat gctgggtgcc 360 

atatatctgc tgtacatcat ctgcttcacc atgtgctgca tctaccgccc cctcaagccc 420 

aggaccaata accgcacgag cccccgggac aacaccctct tacagcagaa gctacttcag 480 

gaagcctaca tgacccctaa ggacgatatc cggctggtcg gggagctggt gactgtcatt 540 

ggggctatca tcatcctgct ggtagaggtt ccagacatct tcagaatggg ggtcactcgc 600 

ttctttggac agaccatcct tgggggccca ttccatgtcc tcatcatcac ctatgccttc 660 

atggtgctgg tgaccatggt gatgcggctc atcagtgcca gcggggaggt ggtacccatg 720 

tcctttgcac tcgtgctggg ctggtgcaac gtcatgtact tcgcccgagg attccagatg 780 

ctaggcccct tcaccatcat gattcagaag atgatttttg gcgacctgat gcgattctgc 840 

tggctgatgg ctgtggtcat cctgggcttt gcttcagcct tctatatcat cttccagaca 900 

gaggaccccg aggagctagg ccacttctac gactacccca tggccctgtt cagcaccttc 960 

gagctgttcc ttaccatcat cgatggccca gccaactaca acgtggacct gcccttcatg 1020 

tacagcatca cctatgctgc ctttgccatc atcgccacac tgctcatgct caacctcctc 1080 

attgccatga tgggcgacac tcactggcga gtggcccatg agcgggatga gctgtggagg 1140 

gcccagattg tggccaccac ggtgatgctg gagcggaagc tgcctcgctg cctgtggcct 1200 

cgctccggga tctgcggacg ggagtatggc ctgggagacc gctggttcct gcgggtggaa 1260 

gacaggcaag atctcaaccg gcagcggatc caacgctacg cacaggcctt ccacacccgg 1320 

ggctctgagg atttggacaa agactcagtg gaaaaactag agctgggctg tcccttcagc 1380 

ccccacctgt cccttcctat gccctcagtg tctcgaagta cctcccgcag cagtgccaat 14 40 

tgggaaaggc ttcggcaagg gaccctgagg agagacctgc gtgggataat caacaggggt 1500 

ctggaggacg gggagagctg ggaatatcag ate 1533 

<210> 766 
<211> 511 
<212> PRT 

<213> Homo sapiens 
<400> 766 

Met Tyr Asn Leu Leu Leu Ser Tyr Asp Arg His Gly Asp His Leu Gin 

5 10 15 

Pro Leu Asp Leu Val Pro Asn His Gin Gly Leu Thr Pro Phe Lys Leu 

20 25 30 

Ala Gly Val Glu Gly Asn Thr Val Met Phe Gin His Leu Met Gin Lys 
35 40 45 

Arg Lys His Thr Gin Trp Thr Tyr Gly Pro Leu Thr Ser Thr Leu Tyr 
50 55 60 



Asp Leu Thr Glu lie Asp Ser Ser Gly Asp Glu Gin Ser Leu Leu Glu 
65 70 75 80 
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Leu He He Thr Thr Lys'Lys Arg Glu Ala Arg Gin He Leu Asp Gin 
85 90 95 

Thr Pro Val Lys Glu Leu Val Ser Leu Lys Trp Lys Arg Tyr Gly Arg 
100 105 110 

Pro Tyr Phe Cys Met Leu Gly Ala He Tyr Leu Leu Tyr He He Cys 
115 120 125 

Phe Thr Met Cys Cys He Tyr Arg Pro Leu Lys Pro Arg Thr Asn Asn 
130 135 140 



Arg Thr Ser Pro Arg Asp Asn Thr Leu Leu Gin Gin Lys Leu Leu Gin 
145 150 155 160 

Glu Ala Tyr Met Thr Pro Lys Asp Asp He Arg Leu Val Gly Glu Leu 
165 170 ' 175 

Val Thr Val He Gly Ala He He He Leu Leu Val Glu Val Pro Asp 
180 185 190 

He Phe Arg Met Gly Val Thr Arg Phe Phe Gly Gin Thr He Leu Gly 
195 200 205 

Gly Pro Phe His Val Leu He He Thr Tyr Ala Phe Met Val Leu Val 
210 215 . 220 

Thr Met Val Met Arg Leu He Ser Ala Ser Gly Glu Val Val Pro Met 
225 230 235 240 

Ser Phe Ala Leu Val Leu Gly Trp Cys Asn Val Met Tyr Phe Ala Arg 
245 250 255 

Gly Phe Gin Met Leu Gly Pro Phe Thr He Met He Gin Lys Met He 
260 265 270 

Phe Gly Asp Leu Met Arg Phe Cys Trp Leu Met Ala Val Val He Leu 
275 280 285 

Gly Phe Ala Ser Ala Phe Tyr He He Phe Gin Thr Glu Asp Pro Glu 
290 295 300 

Glu Leu Gly His Phe Tyr Asp Tyr Pro Met Ala Leu Phe Ser Thr Phe 
305 310 315 320 

Glu Leu Phe Leu Thr He He Asp Gly Pro Ala Asn Tyr Asn Val Asp 
325 330 335 

Leu Pro Phe Met Tyr Ser He Thr Tyr Ala Ala Phe Ala He He Ala 
340 345 350 

Thr Leu Leu Met Leu Asn Leu Leu He Ala Met Met Gly Asp Thr His 
355 360 365 

Trp Arg Val Ala His Glu Arg Asp Glu Leu Trp Arg Ala Gin He Val 
370 375 380 

Ala Thr Thr Val Met Leu Glu Arg Lys Leu Pro Arg Cys Leu Trp Pro 




WO 01/051633 



PCT/US01/01574 



304 



385 



390 



395 



400 



Arg Ser Gly lie Cys Gly Arg Glu Tyr Gly Leu Gly Asp Arg Trp Phe 
405 410 415 



Leu Arg Val Glu Asp Arg Gin Asp Leu Asn Arg Gin Arg lie Gin Arg 
420 425 430 

Tyr Ala Gin Ala Phe His Thr Arg Gly Ser Glu Asp Leu Asp Lys Asp 
435 440 445 



Ser Val Glu Lys Leu Glu Leu Gly Cys Pro Phe Ser Pro His Leu Ser 

450 455 460 

Leu Pro Met Pro Ser Val Ser Arg Ser Thr Ser Arg Ser Ser Ala Asn 

465 470 475 480 



Trp Glu Arg Leu Arg Gin Gly Thr Leu Arg Arg Asp Leu Arg Gly lie 
485 490 495 



lie Asn Arg Gly Leu Glu Asp Gly Glu Ser Trp Glu Tyr Gin lie 



<210> 767 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<400> 767 

Met Tyr Asn Leu Leu Leu Ser Tyr Asp Arg His Gly Asp His Leu Gin 
5 10 15 

Pro Leu Asp Leu Val Pro Asn His Gin Gly Leu Thr Pro Phe Lys Leu 
20 25 30 

Ala Gly Val Glu Gly Asn Thr Val Met Phe Gin His Leu Met Gin Lys 
35 40 45 

Arg Lys His Thr Gin Trp Thr Tyr Gly Pro Leu Thr Ser Thr Leu Tyr 
50 55 60 

Asp Leu Thr Glu lie Asp Ser Ser Gly Asp Glu Gin Ser Leu Leu Glu 
65 70 75 80 

Leu lie lie Thr Thr Lys Lys Arg Glu Ala Arg Gin lie Leu Asp Gin 
85 90 95 

Thr Pro Val Lys Glu Leu Val Ser Leu Lys Trp Lys Arg Tyr Gly Arg 
•100 105 ' 110 

Pro Tyr Phe Cys Met Leu Gly Ala lie Tyr Leu Leu Tyr lie lie Cys 
115 120 125 

Phe Thr Met Cys Cys lie 



500 



505 



510 



130 
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<210> 768 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 768 

Ala Tyr Arg Pro Leu Lys Pro Arg Thr Asn Asn Arg Thr Ser Pro Arg 
5 10 15 

Asp Asn Thr Leu Leu Gin Gin Lys Leu Leu Gin Glu Ala Tyr Met Thr 
20 25 30 

Pro Lys Asp Asp He Arg Leu Val Gly Glu Leu Val Thr Val He Gly 
35 40 45 

Ala He He He Leu Leu Val 
50 55 



<210> 769 
<211> 39 
<212> PRT 
<213> Homo sapiens 

<400> 769 

Glu Val Pro Asp He Phe Arg Met Gly Val Thr Arg Phe Phe Gly Gin 
5 10 15 

Thr He Leu Gly Gly Pro Phe His Val Leu He He Thr Tyr Ala Phe 



Met Val Leu Val Thr Met Val 
35 



<210> 770 
<211> 19 
<212> PRT 
<213> Homo sapiens 

<400> 770 

Met Arg Leu He Ser Ala Ser Gly Glu Val Val Pro Met Ser Phe Ala 



Leu Val Leu 



<210> 771 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<400> 771 

Gly Trp Cys Asn Val Met Tyr Phe Ala Arg Gly Phe Gin Met Leu Gly 



Pro Phe Thr He Met He Gin Lys Met He Phe Gly Asp Leu Met Arg 
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20 



25 



30 



Phe Cys Trp Leu Met Ala Val Val lie Leu Gly Phe Ala Ser Ala Phe 
35 40 45 

Tyr lie He Phe 
50 



<210> 772 
<211> 213 
<212> PRT 

<213> Homo sapiens 
<400> 772 

Gin Thr Glu Asp Pro Glu Glu Leu Gly His Phe Tyr Asp Tyr Pro Met 
5 10 15 

Ala Leu Phe Ser Thr Phe Glu Leu Phe Leu Thr He He Asp Gly Pro 
20 25 30 

Ala Asn Tyr Asn Val Asp Leu Pro Phe Met Tyr Ser He Thr Tyr Ala 
35 40 45 

Ala Phe Ala He He Ala Thr Leu Leu Met Leu Asn Leu Leu He Ala 
50 55 60 

Met Met Gly Asp Thr His Trp Arg Val Ala His Glu Arg Asp Glu Leu 
65 70 75 80 

Trp Arg Ala Gin He Val Ala Thr Thr Val Met Leu Glu Arg Lys Leu 
85 90 95 

Pro Arg Cys Leu Trp Pro Arg Ser Gly He Cys Gly Arg Glu Tyr Gly 
100 105 110 

Leu Gly Asp Arg Trp Phe Leu Arg Val Glu Asp Arg Gin Asp Leu Asn 
115 120 125 

Arg Gin Arg He Gin Arg Tyr Ala Gin Ala Phe His Thr Arg Gly Ser 
130 135 140 

Glu Asp Leu Asp Lys Asp Ser Val Glu Lys Leu Glu Leu Gly Cys Pro 
145 150 155 160 

Phe Ser Pro His Leu Ser Leu Pro Met Pro Ser Val Ser Arg Ser Thr 



Ser Arg Ser Ser Ala Asn Trp Glu Arg Leu Arg Gin Gly Thr Leu Arg 
180 185 190 

Arg Asp Leu Arg Gly He He Asn Arg Gly Leu Glu Asp Gly Glu Ser 
195 200 205 

Trp Glu Tyr Gin He 



165 



170 



175 



210 
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<210> 773 
<211> 1302 
<212> DNA 

<213> Homo sapiens 
<400> 773 

tggacaaagg gggtcacaca ttccttccat acggttgagc ctctacctgc ctggtgctgg 60 
tcacagttca gcttcttcat gatggtggat cccaatggca atgaatccag tgctacatac 120 
ttcatcctaa taggcctccc tggtttagaa gaggctcagt tctggttggc cttcccattg 180 
tgctccctct accttattgc tgtgctaggt aacttgacaa tcatctacat tgtgcggact 240 
gagcacagcc tgcatgagcc catgtatata tttctttgca tgctttcagg cattgacatc 300 
ctcatctcca cctcatccat gcccaaaatg ctggccatct tctggttcaa ttccactacc 360 
atccagtttg atgcttgtct gctacagatg tttgccatcc actccttatc tggcatggaa 420 
tccacagtgc tgctggccat ggcttttgac cgctatgtgg ccatctgtca cccactgcgc 480 
catgccacag tacttacgtt gcctcgtgtc accaaaattg gtgtggctgc tgtggtgcgg 540 
ggggctgcac tgatggcacc ccttcctgtc ttcatcaagc agctgccctt ctgccgctcc 600 
aatatccttt cccattccta ctgcctacac caagatgtca tgaagctggc ctgtgatgat 660 
atccgggtca atgtcgtcta tggccttatc gtcatcatct ccgccattgg cctggactca 720 
cttctcatct ccttctcata tctgcttatt cttaagactg tgttgggctt gacacgtgaa 780 
gcccaggcca aggcatttgg cacttgcgtc tctcatgtgt gtgctgtgtt catattctat 840 
gtacctttca ttggattgtc catggtgcat cgctttagca agcggcgtga ctctccgctg 900 
cccgtcatct tggccaatat ctatctgctg gttcctcctg tgctcaaccc aattgtctat 960 
ggagtgaaga caaaggagat tcgacagcgc atccttcgac ttttccatgt ggccacacac 1020 
gcttcagagc cctaggtgtc agtgatcaaa cttcttttcc attcagagtc ctctgattca 1080 
gattttaatg ttaacatttt ggaagacagt attcagaaaa aaaatttcct taataaaaat 1140 
acaactcaga tccttcaaat atgaaactgg ttggggaatc tccatttttt caatattatt 1200 
ttcttctttg ttttcttgct acatataatt attaataccc tgactaggtt gtggtttgag 1260 
ggttattact tttcatttta ccatgcagtc caaatctaaa ct 1302 

<210> 774 
<211> 2061 
<212> DNA 

<213> Homo sapiens 
<400> 774 

acgattcgac agcgcatcct tcgacttttc catgtggcca cacacgcttc agagccctag 60 
gtgtcagtga tcaaacttct tttccattca gagtcctctg attcagattt taatgttaac 120 
attttggaag acagtattca gaaaaaaaat ttccttaata aaaatacaac tcagatcctt 180 
caaatatgaa actggttggg gaatctccat tttttcaata ttattttctt ctttgttttc 240 
ttgctacata taattattaa taccctgact aggttgtggt tggagggtta ttacttttca 300 
ttttaccatg cagtccaaat ctaaactgct tctactgatg gtttacagca ttctgagata 360 
agaatggtac atctagagaa catttgccaa aggcctaagc acggcaaagg aaaataaaca 420 
cagaatataa taaaatgaga taatctagct taaaactata acttcctctt cagaactccc 480 
aaccacattg gatctcagaa aaatgctgtc ttcaaaatga cttctacaga gaagaaataa 540 
tttttcctct ggacactagc acttaagggg aagattggaa gtaaagcctt gaaaagagta 600 
catttaccta cgttaatgaa agttgacaca ctgttctgag agttttcaca gcatatggac 660 
cctgtttttc ctatttaatt ttcttatcaa ccctttaatt aggcaaagat attattagta 720 
ccctcattgt agccatggga aaattgatgt tcagtgggga tcagtgaatt aaatggggtc 780 
atacaagtat aaaaattaaa aaaaaaggac ttcatgccca atctcatatg atgtggaaga 840 
actgttagag agaccaacag ggtagtgggt tagagatttc cagagtctta cattttctag 900 
aggaggtatt taatttcttc tcactcatcc agtgttgtat ttaggaattt cctggcaaca 960 
gaactcatgg ctttaatccc actagctatt gcttattgtc ctggtccaat tgccaattac 1020 
ctgtgtcttg gaagaagtga tttctaggtt caccattatg gaagattctt attcagaaag 1080 
tctgcatagg gcttatagca agttatttat ttttaaaagt tccataggtg attctgatag 1140 
gcagtgaggt tagggagcca ccagttatga tgggaagtat ggaatggcag gtcttgaaga 1200 
taacattggc cttttgagtg tgactcgtag ctggaaagtg agggaatctt caggaccatg 1260 
ctttatttgg ggctttgtgc agtatggaac agggactttg agaccaggaa agcaatctga 1320 
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cttaggcatg ggaatcaggc atttttgctt ctgaggggct attaccaagg gttaataggt 1380 

ttcatcttca acaggatatg acaacagtgt taaccaagaa actcaaatta caaatactaa 1440 

aacatgtgat catatatgtg gtaagtttca ttttcttttt caatcctcag gttccctgat 1500 

atggattcct ataacatgct ttcatcccct tttgtaatgg atatcatatt tggaaatgcc 1560 

tatttaatac ttgtatttgc tgctggactg taagcccatg agggcactgt ttattattga 1620 

atgtcatctc tgttcatcat tgactgctct ttgctcatca ttgaatcccc cagcaaagtg 1680 

cctagaacat aatagtgctt atgcttgaca ccggttattt ttcatcaaac ctgattcctt 1740 

ctgtcctgaa cacatagcca ggcaattttc cagccttctt tgagttgggt attattaaat i800 

tctggccatt acttccaatg tgagtggaag tgacatgtgc aatttctata cctggctcat 1860 

aaaaccctcc catgtgcagc ctttcatgtt gacattaaat gtgacttggg aagctatgtg 1920 

ttacacagag taaatcacca gaagcctgga tttctgaaaa aactgtgcag agccaaacct 1980 

ctgtcatttg caactcccac ttgtatttgt acgaggcagt tggataagtg aaaaataaag 2040 

tactattgtg tcaagtctct g 2061 



<210> 775 

<211> 957 

<212> DNA 

<213> Homo sapiens 



atgatggtgg atcccaatgg caatgaatcc agtgctacat acttcatcct aataggcctc 60 
cctggtttag aagaggctca gttctggttg gccttcccat tgtgctccct ctaccttatt 120 
gctgtgctag gtaacttgac aatcatctac attgtgcgga ctgagcacag cctgcatgag 180 
cccatgtata tatttctttg catgctttca ggcattgaca tcctcatctc cacctcatcc 240 
atgcccaaaa tgctggccat cttctggttc aattccacta ccatccagtt tgatgcttgt 300 
ctgctacaga tgtttgccat ccactcctta tctggcatgg aatccacagt gctgctggcc 360 
atggcttttg accgctatgt ggccatctgt cacccactgc gccatgccac agtacttacg 420 
ttgcctcgtg tcaccaaaat tggtgtggct gctgtggtgc ggggggctgc actgatggca 480 
. ccccttcctg tcttcatcaa gcagctgccc ttctgccgct ccaatatcct ttcccattcc 540 
tactgcctac accaagatgt catgaagctg gcctgtgatg atatccgggt caatgtcgtc 600 
tatggcctta tcgtcatcat ctccgccatt ggcctggact cacttctcat ctccttctca 660 
tatctgctta ttcttaagac tgtgttgggc ttgacacgtg aagcccaggc caaggcattt 720 
ggcacttgcg tctctcatgt gtgtgctgtg ttcatattct atgtaccttt cattggattg 780 
tccatggtgc atcgctttag caagcggcgt gactctccgc tgcccgtcat cttggccaat 840 
atctatctgc tggttcctcc tgtgctcaac ccaattgtct atggagtgaa gacaaaggag 900 
attcgacagc gcatccttcg acttttccat gtggccacac acgcttcaga gccctag 957 

<210> 776 
<211> 954 
<212> DNA 

<213> Homo sapiens 
<400> 776 

atgatggtgg atcccaatgg caatgaatcc agtgctacat acttcatcct aataggcctc 60 
cctggtttag aagaggctca gttctggttg gccttcccat tgtgctccct ctaccttatt 120 
gctgtgctag gtaacttgac aatcatctac attgtgcgga ctgagcacag cctgcatgag 180 
cccatgtata tatttctttg catgctttca ggcattgaca tcctcatctc cacctcatcc 240 
atgcccaaaa tgctggccat cttctggttc aattccacta ccatccagtt tgatgcttgt 300 
ctgctacaga tgtttgccat ccactcctta tctggcatgg aatccacagt gctgctggcc 360 
atggcttttg accgctatgt ggccatctgt cacccactgc gccatgccac agtacttacg 420 
ttgcctcgtg tcaccaaaat tggtgtggct gctgtggtgc ggggggctgc actgatggca 480 
ccccttcctg tcttcatcaa gcagctgccc ttctgccgct ccaatatcct ttcccattcc 54 0 
tactgcctac accaagatgt catgaagctg gcctgtgatg atatccgggt caatgtcgtc 600 
tatggcctta tcgtcatcat ctccgccatt ggcctggact cacttctcat ctccttctca 660 
tatctgctta ttcttaagac tgtgttgggc ttgacacgtg aagcccaggc caaggcattt 720 
ggcacttgcg tctctcatgt gtgtgctgtg ttcatattct atgtaccttt cattggattg 780 
tccatggtgc atcgctttag caagcggcgt gactctccgc tgcccgtcat cttggccaat 840 



<400> 775 
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atctatctgc tggttcctcc tgtgctcaac ccaattgtct atggagtgaa gacaaaggag 900 
attcgacagc gcatccttcg acttttccat gtggccacac acgcttcaga gccc 954 



<210> 777 
<211> 318 
<212> PRT 

<213> Homo sapiens 
<400> 777 

Met Met Val Asp Pro Asn Gly Asn Glu Ser Ser Ala Thr Tyr Phe lie 
5 10 15 

Leu lie Gly Leu Pro Gly Leu Glu Glu Ala Gin Phe Trp Leu Ala Phe 
20 25 30 

Pro Leu Cys Ser Leu Tyr Leu lie Ala Val Leu Gly Asn Leu Thr He 
35 40 45 

He Tyr He Val Arg Thr Glu His Ser Leu His Glu Pro Met Tyr He 
50 55 60 

Phe Leu Cys Met Leu Ser Gly He Asp He Leu He Ser Thr Ser Ser 



Met Pro Lys Met Leu Ala He Phe Trp Phe Asn Ser Thr Thr He Gin 
85 90 95 

Phe Asp Ala Cys Leu Leu Gin Met Phe Ala He His Ser Leu Ser Gly 
100 105 110 

Met Glu Ser Thr Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 

He Cys His Pro Leu Arg His Ala Thr Val Leu Thr Leu Pro Arg Val 
130 135 140 

Thr Lys He Gly Val Ala Ala Val Val Arg Gly Ala Ala Leu Met Ala 
145 150 155 160 

Pro Leu Pro Val Phe He Lys Gin Leu Pro Phe Cys Arg Ser Asn He 
165 170 175 

Leu Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys 
180 185 190 

Asp Asp He Arg Val Asn Val Val Tyr Gly Leu He Val He He Ser 
195 200 205 

Ala He Gly Leu Asp Ser Leu Leu lie Ser Phe Ser Tyr Leu Leu He 
210 215 220 

Leu Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys Ala Phe 
225 230 235 240 

Gly Thr Cys. Val Ser His Val Cys Ala Val Phe He Phe Tyr Val Pro 
245 250 255 
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Phe lie Gly Leu Ser Met Val Hip Arg Phe Ser Lys Arg Arg Asp Ser 
260 265 270 

Pro Leu Pro Val lie Leu Ala Asn lie Tyr Leu Leu Val Pro Pro Val 
275 280 285 

Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Glu He Arg Gin Arg 
290 295 300 

He Leu Arg Leu Phe His Val Ala Thr His Ala Ser Glu Pro 
305 310 315 



<210> 778 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 778 

Met Met Val Asp Pro Asn Gly Asn Glu Ser Ser Ala Thr Tyr Phe He 
5 10 15 

Leu He Gly Leu Pro Gly Leu Glu Glu Ala Gin Phe 
20 ' 25 



<210> 779 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 779 

Arg Thr Glu His Ser Leu His Glu Pro 
5 



<210> 780 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 780 

Lys Met Leu Ala He Phe Trp Phe Asn Ser Thr Thr He Gin Phe Asp 



Ala Cys Leu Leu Gin 



<210> 781 
<211> 20 
<212> PRT 

<213> Homo sapiens 



<400> 781 

Asp Arg Tyr Val Ala He Cys His Pro Leu Arg His Ala Thr Val Leu 
5 10 15 
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Thr Leu Pro Arg 



<210> 782 

<211> 37 

<212> PRT 

<213> Homo sapiens 

<400> 782 

Phe lie Lys Gin Leu Pro Phe Cys Arg Ser Asn lie Leu Ser His Ser 
5 10 15 

Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Asp Asp He Arg 



Val Asn Val Val Tyr 
35 



<210> 783 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<40O> 783 

Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys 
5 10 



<210> 784 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<40O> 784 

Val His Arg Phe Ser Lys Arg Arg Asp Ser 



<210> 785 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400> 785 

Lys Thr Lys Glu He Arg Gin Arg He Leu Arg Leu Phe His Val Ala 



Thr His Ala Ser Glu Pro 



<210> 786 
<211> 3245 
<212> DNA 
<213> Homo sapiens 
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<400> 786 

gtcgacccac gcgtccgcgc gagctaagca 
gcggggagcg ccgcctggag cgcggcaggt 
ctcgatgctg ttgataacag caagatggct 
ccttactatg aaaaccatgg ataccaaccg 
gtccccactg tctacgaggt gcatccggct 
gccccgaggg tcctgacgca ggcttccaac 
tccgggacag tgtgcacctc aaagactaag 
accttcctcg tgggagctgc gctggfccgct 
tgctccaact ctgggataga gtgcgactcc 
tgtgatggcg tgtcacactg ccccggcggg 
ggatcaaact tcatccttca ggtgtactca 
caagacgact ggaacgagaa ctacgggcgg 
aatttttact ctagccaagg aatagtggat 
aacacaagtg ccggcaatgt cgatatctat 
tcaaaagcag tggtttcttt acgctgtata 
cagagcagga ttgtgggcgg cgagagcgcg 
ctgcacgtcc agaacgtcca cgtgtgcgga 
acagccgccc actgcgtgga aaaacctctt 
gggattttga gacaatcttt catgttctat 
tctcatccaa attatgactc caagaccaag 
aagcctctga ctttcaacga cctagtgaaa 
ctgcagccag aacagctctg ctggatttcc 
acctcagaag tgctgaacgc tgccaaggtg 
agatatgtct atgacaacct gatcacacca 
aacgtcgatt cttgccaggg tgacagtgga 
tggtggctga taggggatac aagctggggt 
gtgtacggga atgtgatggt attcacggac 
taatccacat ggtcttcgtc cttgacgtcg 
cttccccgtg catgatttac tcttagagat 
agtgaacttg tctggctttg gcactctctg 
gcccagcctg ctctccctaa ccccttgtcc 
actggcggtc aagtgtggag gagaggggtg 
gtcctttcca ggggccaatt ttggatgagc 
acttgagatg aaaaaggaga gacatggaaa 
tgccctctgg ggccacttgg tagtgtcccc 
atgggttctt agagccttag cagccctgga 
catgggtggt gacgtggtag tcacttgtaa 
gtgagaatat agacagtgcc cttggtgcga 
gcactcctgg tgcaggtctc cacctgcaca 
ccttcctcct catcctccct gaccctgctc 
ggtcctggca gggcgccaag tctggcacca 
gaaattgagg tccatggggg aaatcaagga 
tatgtttcta cacattgcta cctcagtgct 
tagtccacct tcatttaact ctttgaaact 
ctatttcagc tgctttgaca aaatgactgg 
gctgaagcaa agtgcccatg gtggcggcga 
ctctgtggtc ccttccaatg ctgtgggttt 
ccaagtgcca taaccatgag cactactcta 
ggtttgcaag aatgaaatga atgattctac 
ttgcaatccc atttgcagga tccgtctgtg 
gggaccttgg aaacagttgg cactgtaagg 
tgttgtaatg gtgaaaacgt cttccttctt 
gtttgtcttt ttttgtatct tttttaaact 
gcaaataaat tatgcgattt ttttttcaaa 
gccgc 



ggaggcggag gcggaggcgg agggcgaggg 60 
catattgaac attccagata cctatcatta 120 
ttgaactcag ggtcaccacc agctattgga 180 
gaaaacccct atcccgcaca gcccactgtg 240 
cagtactacc cgtcccccgt gccccagtac 300 
cccgtcgtct gcacgcagcc caaatcccca 360 
aaagcactgt gcatcacctt gaccctgggg 420 
ggcctactct ggaagttcat gggcagcaag 480 
tcaggtacct gcatcaaccc ctctaactgg 540 
gaggacgaga atcggtgtgt tcgcctctac 600 
tctcagagga agtcctggca ccctgtgtgc 660 
gcggcctgca gggacatggg ctataagaat 720 
gacagcggat ccaccagctt tatgaaactg 780 
aaaaaactgt accacagtga tgcctgttct 840 
gcctgcgggg tcaacttgaa ctcaagccgc 900 
ctcccggggg cctggccctg gcaggtcagc 960 
ggctccatca tcacccccga gtggatcgtg 1020 
aacaatccat ggcattggac ggcatttgcg 1080 
ggagccggat accaagtaga aaaagtgatt 1140 
aacaatgaca ttgcgctgat gaagctgcag 1200 
ccagtgtgtc tgcccaaccc aggcatgatg 1260 
gggtgggggg ccaccgagga gaaagggaag 1320 
cttctcattg agacacagag atgcaacagc 1380 
gccatgatct gtgccggctt cctgcagggg 1440 
gggcctctgg tcacttcgaa gaacaatatc 1500 
tctggctgtg ccaaagctta cagaccagga 1560 
tggatttatc gacaaatgag ggcagacggc 1620 
ttttacaaga aaacaatggg gctggttttg 1680 
gattcagagg tcacttcatt tttattaaac 1740 
ccattctgtg caggctgcag tggctcccct 1800 
gcaaggggtg atggccggct ggttgtgggc 1860 
gaggctgccc cattgagatc ttcctgctga 1920 
atggagctgt cacctctcag ctgctggatg 1980 
gggagacagc caggtggcac ctgcagcggc 2040 
agcctacctc tccacaaggg gattttgctg 2100 
tggtggccag aaataaaggg accagccctt 2160 
ggggaacaga aacatttttg ttcttatggg 2220 
gggaagcaat tgaaaaggaa cttgccctga 2280 
ttgggtgggg ctcctgggag ggagactcag 2340 
ctagcaccct ggagagtgca catgcccctt 2400 
tgttggcctc ttcaggcctg ctagtcactg 24 60 
tgctcagttt aaggtacact gtttccatgt 2520 
cctggaaact tagcttttga tgtctccaag 2580 
gtatcatctt tgccaagtaa gagtggtggc 2640 
ctcctgactt aacgttctat aaatgaatgt 2700 
agaagagaaa gatgtgtttt gttttggact 2760 
ccaaccaggg gaagggtccc ttttgcattg 2820 
ccatggttct gcctcctggc caagcaggct 2880 
agctaggact taaccttgaa atggaaagtc 2940 
cacatgcctc tgtagagagc agcattccca 3000 
tgcttgctcc ccaagacaca tcctaaaagg 3060 
tattgcccct tcttatttat gtgaacaact 3120 
gtaaagttca attgtgaaaa tgaatatcat 3180 
gtaaaaaaaa aaaaaaaaaa aaaaagggcg 3240 
3245 
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<210> 787 

<211> 1479 

<212> DNA 

<213> Homo sapiens 

<400> 787 

atggctttga actcagggtc accaccagct attggacctt actatgaaaa ccatggatac 60 
caaccggaaa acccctatcc cgcacagccc actgtggtcc ccactgtcta cgaggtgcat 120 
ccggctcagt actacccgtc ccccgtgccc cagtacgccc cgagggtcct gacgcaggct 180 
tccaaccccg tcgtctgcac gcagcccaaa tccccatccg ggacagtgtg cacctcaaag 240 
actaagaaag cactgtgcat caccttgacc ctggggacct tcctcgtggg agctgcgctg 300 
gccgctggcc tactctggaa gttcatgggc agcaagtgct., ccaactctgg gatagagtgc 360 
gactcctcag gtacctgcat caacccctct aactggtgtg atggcgtgtc acac'tgcccc 420 
ggcggggagg acgagaatcg gtgtgttcgc ctctacggat caaacttcat ccttcaggtg 480 
tactcatctc agaggaagtc ctggcaccct gtgtgccaag acgactggaa cgagaactac 540 
gggcgggcgg cctgcaggga catgggctat aagaataatt tttactctag ccaaggaata 600 
gtggatgaca gcggatccac cagctttatg aaactgaaca caagtgccgg caatgtcgat 660 
atctataaaa aactgtacca cagtgatgcc tgttcttcaa aagcagtggt ttctttacgc 720 
tgtatagcct gcggggtcaa cttgaactca agccgccaga gcaggattgt gggcggcgag 780 . 
agcgcgctcc cgggggcctg gccctggcag gtcagcctgc acgtccagaa cgtccacgtg 840 
tgcggaggct ccatcatcac ccccgagtgg atcgtgacag ccgcccactg cgtggaaaaa 900 
cctcttaaca atccatggca ttggacggca tttgcgggga ttttgagaca atctttcatg 960 
ttctatggag ccggatacca agtagaaaaa gtgatttctc atccaaatta tgactccaag 1020 
accaagaaca atgacattgc gctgatgaag ctgcagaagc ctctgacttt caacgaccta 1080 
gtgaaaccag tgtgtctgcc caacccaggc atgatgctgc agccagaaca gctctgctgg 1140 
atttccgggt ggggggccac cgaggagaaa gggaagacct cagaagtgct gaacgctgcc 1200 
aaggtgcttc tcattgagac acagagatgc aacagcagat atgtctatga caacctgatc 1260 
acaccagcca tgatctgtgc cggcttcctg caggggaacg tcgattcttg ccagggtgac 1320 
agtggagggc ctctggtcac ttcgaagaac aatatctggt ggctgatagg ggatacaagc 1380 
tggggttctg gctgtgccaa agcttacaga ccaggagtgt acgggaatgt gatggtattc 1440 
acggactgga tttatcgaca aatgagggca gacggctaa 1479 



<210> 788 
<211> 1476 
<212> DNA 
<213> Homo sapiens 

<400> 788 

atggctttga actcagggtc accaccagct 
caaccggaaa acccctatcc cgcacagccc 
ccggctcagt actacccgtc ccccgtgccc 
tccaaccccg tcgtctgcac gcagcccaaa 
actaagaaag cactgtgcat caccttgacc 
gccgctggcc tactctggaa gttcatgggc 
gactcctcag gtacctgcat caacccctct 
ggcggggagg acgagaatcg gtgtgttcgc 
tactcatctc agaggaagtc ctggcaccct 
gggcgggcgg cctgcaggga catgggctat 
gtggatgaca gcggatccac cagctttatg 
atctataaaa aactgtacca cagtgatgcc 
tgtatagcct gcggggtcaa cttgaactca 
agcgcgctcc cgggggcctg gccctggcag 
tgcggaggct ccatcatcac ccccgagtgg 
cctcttaaca atccatggca ttggacggca 
ttctatggag ccggatacca agtagaaaaa 
accaagaaca atgacattgc gctgatgaag 
gtgaaaccag tgtgtctgcc caacccaggc 



attggacctt actatgaaaa ccatggatac 60 
actgtggtcc ccactgtcta cgaggtgcat 120 
cagtacgccc cgagggtcct gacgcaggct 180 
tccccatccg ggacagtgtg cacctcaaag 240 
ctggggacct tcctcgtggg agctgcgctg 300 
agcaagtgct ccaactctgg gatagagtgc 360 
aactggtgtg atggcgtgtc acactgcccc 420 
ctctacggat caaacttcat ccttcaggtg 480 
gtgtgccaag acgactggaa cgagaactac 540 
aagaataatt tttactctag ccaaggaata 600 
aaactgaaca caagtgccgg caatgtcgat 660 
tgttcttcaa aagcagtggt ttctttacgc 720 
agccgccaga gcaggattgt gggcggcgag 780 
gtcagcctgc acgtccagaa cgtccacgtg 840 
atcgtgacag ccgcccactg cgtggaaaaa 900 
tttgcgggga ttttgagaca atctttcatg 960 
gtgatttctc atccaaatta tgactccaag 1020 
ctgcagaagc ctctgacttt caacgaccta 1080 
atgatgctgc agccagaaca gctctgctgg 1140 
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atttccgggt ggggggccac cgaggagaaa gggaagacct cagaagtgct gaacgctgcc 1200 

aaggtgcttc tcattgagac acagagatgc aacagcagat atgtctatga caacctgatc .1260 

acaccagcca tgatctgtgc cggcttcctg caggggaacg tcgattcttg ccagggtgac 1320 

agtggagggc ctctggtcac ttcgaagaac aatatctggt ggctgatagg ggatacaagc 1380 

tggggttctg gctgtgccaa agcttacaga ccaggagtgt acgggaatgt gatggtattc 1440 

acggactgga tttatcgaca aatgagggca gacggc 1476 
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